1. Open a blank excel file 
2. Click on File > Import
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4. Select Text file > Get Data
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5. Click Next 
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7. **Select the Overlap column (highlighted black once selected). Select text, then finish 
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The Text Wizard has determined that your data is Delimited.

If this is correct, choose Next, or choose the Data Type that best describes your data.

® Delimited - Characters such as commas or tabs separate each field.
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