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10 20 30 40 50 60 70 80 90

100 110 120
GAT T T TATTGC GGACCCTAGAGGTCCCCTTTTTTATTTT TTTTTTCAC CGGTTTACAAGCAT

TCTCTGAAGATGTGTATAAGAGACAGCGT CAGCGCAATGC

B T 1) L Py

130 140 150 160 170 180 150 200 210
CAACGGCGAGCTGATCGACGGCAGTG AAGAAGAAGGCAGC GAAGAGCAGCCAC

220 230 240
CAGCACCAGGCCACCGAGCTGGGTGCCGAACTGGCTGCTGGCCTTGCCGTGACGGCTGCTGT CGCCAGC

LA e A A

260 270 290 300 310 320 330 340
GC C TCAGCTCCGACGCAGAAGCCC GGCC CC GCAGGCCGAGCGTGCTACCGCCGAAGTCGCTGCCGTT GCAG CCGACAACAGCG

360 370
GCCGCCC CCGGTCG GCAGGTCGAAGC

A o A o M

410 420 430 440 430 460 470
GGCCACC GCT CAAGAAGCGTCCGTGGCCCCAGCGGETCGAGCAGCCGGT CACCGAGCCAGT GGCCGCAGCCGAGGCAACT GCCGAGCCTGTGGTCG

480 490
GTGGCCCCGCAGCCTGTCGCTG

e A e

500 510 520 530 540 550 560 570 580

590 600 610
GAT GCACCTAEGECTGGCGAGCCGG TCGTGGTTGCA G CCGCGGTCACTGAGACCCC GGCAGAAGC CCCAGTGGTAGAAGCCGGTG TCCGACAGGCCCC GGCCGEGGEGET CCAAGTCGCTCC
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File: 2191CAA001-33 premix.abl Run Ended: 2022/11/30 22:34:33 Sgnal G:643 A:868 C:1064 T:745
Sample: 2191CAA001-33_premix Lane: 47 Base spacing: 15.312928 1645 basesin 19126 scans Page 2 of 2

620 630 640 650 660 670 680 690 700 710 720 730 740
GGTTGCCGCACACCCCGCCCCCGTTTGCGGLCC CCCTTCTT TATG GGGT GGC CGAACGCGCACCGGCGGGGGCTCC CCTGCACG GGCAGGGT T CG CGT GCCACTGT TGTGG GAC

Al e A e i s U A bl

0 760 770 780 790 800 810 820 830 840 850 860
C GCCGG GGAACCG GCACCAGGATCACGT G5 GGGAC CCGT ACCCGEGGE GGG G GG AGGCG G AT GC GC GATCCACACGT ACGGCTCGGCG C TGC GGGGGETA AC TCCT GCGGTTC

870 880 890 900 910 920 930 940 950 960 970 980
GACGGATGGAGGTGTTCAC GLCOGA QGACAGGATGGC CCGAGGTTG AACGGACACAGCCTCGGCGC CAGACGGGGCGGAGITTITTTTITICT GGG GGGCGGGOECGACCTT GTTCCGCG AG

e Nl A AR A oMot Jy A

1000 1060 1070 1080
GACCCCGCATTTCGCACCAGGTTTCCCGCACCAGGGG CTCAGGG CGGGCTTGCT CCCCCC TCTTTGGGCGGATGGCAAGATTCCTT GTTTAGGAAGGCC GCTTTCTAGIC GGGATCCT

1110 1120 1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230
C GATGGEG GG GGG CGC CCOGCGCT TTGCGG GGGGTTT TCCT T GAGCCACAC TTTG T GGG GGGGG G GIGGGGCCAT TTTGTTTG GGG CTGC C CGGGCCCG




