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10 20 30 40 50 60 70 80 90 100 110 120
CCAMCGOT AG ATAGCGGGCAGCCTGCAATG GGCGTATATGGCGATTGCGCGTCTGGGCGGCTTTAT GG AT AGC CGTACCGGCATTGCGAGCTGGGGTGCGCTGTGGGAAGGT TGGG AAGC

= A A A AN WA AR AR VA A A

140 150 160 170 180 190 200 210 220 230 240
GCTGC GC CTGGATGGCTTTCTGGCCGCG GACCTGATGGCGCAGGGCATT TCTAATCGGCGATCGCTAGTAGCCCGCCTAATGAGCGGGCTTTTTTTTAATTCCCCTATTTGT

A /\f\ /\XW\N\/\W/WWWW\/\ NI A A N\/\/\NWV\WW\/\/\/\/WWV\/\ AR A A

250 280 290 300 310 320 340 350 360 370
TTATTTTTCT T CATTC T TGTATCCGCTCATGAGACAAT CCCTGAT TGCTTCAATAATATTG GG G GTATGAGCATTCAGCATTTTCGTGTGGCGCTGATT CCGTTT

WA WA AMARAGAN e WA WW\/\A/\N\A AP A A A WA A

410 420 490
TTTGCGGCGTTTTGCCTGCCGGTGTTTGCGC TCCGG CCCTGGTG GT G G TGCGG G TC CTGGGTGCGCGCGTGGGCT T TTG CTGG TCTG CAGCGGC TTC

WMNW&AWWW/V\/W\/WWMNWU\ P A AN A AR AN AN A AR AN vy

500 510 530 540 550 560 570 580 590 600 610 620
TGGAATCTTTT CGT CCGG G CGTTTTCCG TGATGAGCACCTTT GTGCTGCTGTGCGOTGCGGTTCTGAGCCGTGTGGATGCGGGC CAGG AACAACTGGGCCEGTCGTATTCATTATAGE

e A A AR A AN A VAR e MM W A
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630 640 650 660 670 680 690 700 710 720 730 740
CAGAACGATCTGGTGGAATATAGCCCGGTGACCG CATCTGACCGATGGCATGACCGTGCGTG CTGTGCAGCGCGGCGATTACCATGAGCGAT AACACCGCGGCGAACCTGCTGCT

A PN A A A P AN A A AR AN A A A A

750 760 770 780 790 800 810 820 830 840 850 860
GACGACCATTGG CGGTCCG GAACTGACCGCGTTTCTGCATAACATGGGCGATCATGTGACCCGTCTGGATCGTT GGG CCGGAACTG CGAAGCGATTCCGAACGATGAACGTGATAC

VAR A AR A AR A A AR A A P W M A A AR

870 880 890 900 910 920 930 940 950 960 970 980 990
CACCATGCCGGCAGCAATGGCG ACCACCCTGCGT CTGCTGACGGGTGAGCTGCTGACCCTGGCAAGCCGCCAGCAACTGATT GATI GG AT GGAAGCGGAT GTGGCGGGT CCGCTGCTGC

M A B A A AN e AR B A P A

1050 1100 1110 1120
GTAGCGCGCTGCCGGCT GG CTGG TTT ATT GC GGAT GC GGTGCGGE CGAACGT GGCAGCCGT GGCATTATT GCGGCGCT GGG CCC GGATGGT CCGAGCCGTATTGGGGGGAT TTATACCAC

MM A ) W A A AP A AR A A

1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230 1240
CGGCAGCCAGGCGAC AMATGOEAT GAACGTAACCGCC T GCGG TTGGGCCGGGCCTGATT CTT GGG CcCG CAATT GGCTCCTTIT GGAACCTTTTTTTITGGAACCCGTTTG

AP I e A A AN AR AP AP N A MDA A AN MY PR A AN Y




