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10 20 30 40 50 60 70 80 90 100 110 120 130
T GIAT CI GTAT CAITG AT TCACCGGAC OTCGAGGTC C CTTIATTIIATTTT TTTTTT CAC CGGTTTACAAGCAT TCTCTG AAGAT GT GT AT AAGAGACAGGT CCTAAGGT AGC

e oo N i sV A SR AL /\MN\/\M/\/\ AR ot A AR

140 150 160 170 180 190 200 220 230 240 250
G TTCCTTGTCGGGTAAGTTCCGACCT GCACGAATGGCGTCCCCCTCCCCGTACTAGTCGACGCGTGCCC TG TTG TCGCTGTGAAGATGCAGTGTATCCGCGGCT GAAG

WWWWMWMMMMMWMW T . . o8

270 280 290 300 310 320 330 340 350 360 370
CG CCGTG CCTTTACTATAGCTTTGCACTGGACTTTGAATTTGCTTGT GTAGGATAGGTGGGAGGC GT TGACGAGGOGACC TGCCCTCCTG T GACCTAC G AGACCTC CCT
380 390 400 410 420 430 440 450 460 470 480

CCC CCCA TATGGACGGT CT CCAC CTTCT ATACCCACGATC GAGG ACGG AGTATTTGTTTTGT ACTTTT GAGGCGCGTG G A TATCCTT AG T CGG CG AG

490 500 510 520 530 540 550 560 570 580 590 600
G AATACG TGGGAMGC GACGCGATATCCCTTCCATAGGAG TG CGCAGGGAAT CTT CGGACC CCTAGCCCGTCTGCGCC TGGTTT GC CCCGGGAGTA GGA CCAGACCCGCCCGGG
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610
CCG G

620
CCTTTGGCT

630
CCT TGGCAGGTT

640
C GTCCCTCT

650
TG

660 670
TGCCCCAGGGAT GG COG

680 690

C TACCCCGCCT ATGAGG GTTT

700
GIGCGGCGGG

710 720
TTACATTTTTATTCG

730 740
CCCTGTTC C G AG

750
C GGGGCC

760 770 780
CCCCATCCCCCGEGAC CAGGTTG

790
C

800 g10

TT G G GGG GOGGGGGEE GAT ATTTT

820 830
T TGCGC d5 GGG

840

TTCCC T

850 860 870 880 890 900 910 920 930

940 950

TA C GG GGTTTT CCC ACC T AG CT CTC CCC AGAC CC GCGAGAG GAGGCGGAG C GGGGTGG AT T TT GGCCG CACTT G CGTCCTTT GTT T
960 970 980 990 1000 1010 1020 1030 1040 1030 1060
GG GGGGGGC CGCG ACCGGCC CC CACTTTICC CAC CTC G GTGGTG C CCAATGG CACCCCGCG ACAGGGGE GGGGTG
1070 1080 1090 1100 1110 1120 1130 1140 1150 1160
G CGCC CCG GGGGCCCCC AGCAT GT GG GATTT TT TGGTTAC C cC C Cccco T cAa C@ TG GGOGG GGGITTGC cCT




