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10 20 30 40 50 60 70 80 90 100 110 120
T CCT GGT C TATTTG CGGAAC CTAGAAGGIC CCCTTTTTT ATT TT TTTTTT CAC CGGTTTACAAGCAT TCTCTGAAGAT GT GTAT AAGAGACAGG ACG AAGGG AG GGT

s M e A A A A A A AR A

130 140 150 160 170 180 190 200 210 220 230 240
CTGACCTGCTGCTGCACGCCGGTGGGGTTCATGG ATGCCTCGGCTTGTTGGTAT TGTTTTAT GCGACATGAAGCGTCGCGGCCTGOGCGCCATTGTT CAGAGGCCGCCTCGCCTGCGTCC

MNMWMMMWMMWWWWWMM A AN MO S

250 260 270 290 300 310 320 330 340 350 360 370
CcG CCGCCGGTCTGGATTAAG CTGATCATGAACCTTCGCTTCCTCG CCTTCGTCTGGGTCGCCCGGCTCAAGAGCTTCCGCCTGACGGCAG GCTGTTCACCACCC

A A A e A A WWWMWMW\/\MWWWW\M A MM

380 390 400 480
GGCTTCGGTATCCAGCCGCATTGCCGCACTGG GGCCG CCTGGGCGTG GCTGCTGCTGCGCG CTCCCGCGG GT GCCTG CCCCGC GGC CACGGGEAAC G. T CGCCG CGC

V\/\W\A/\/\/\J\I\MMMW\/\J\MMWWW\A RN AN PP AR PO i A A A

520 540 550 560 570 580 590 600 610 620
TGCTGG CGCCG GG CCATGAAGC TCGCTG CAACGACCGGGCCAAGGTC GGG CGCATTCGCAT CGGGGTGATG@ATACTGTGATCCACACCTG@GATGAGCGC GCTGGTGGCG

N ASAAA A e e AN AN AR AP A A A A
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630 640 650 660 670 680 690 700 710 720 730 740
GAGCTGACC GAGCGCTACCCACAGGTGGG T CG CTGGTGGCCGACACCGCGCTG TTG CGCGAGC ACCTG CAG GGGCTTTCTTGACGTT ATCTTGCAGA CGGACATGCT

VARG AR - AN A AP A A e AR WM&MKM\M

750 760 770 780 790 800 810 820 830 830 860
GT TCT AGGCATC GATGCCGC CCT C TACATGGGGAGGCTACC CCATGGGACGGGGT GGGUIEGAAGCC GEGT CCCCGAAC CCTTTTTC'ITT CCCCG CGOGGAs CGGTTTTT TTT CGG

A AN M WMW\M N A A AN A A A

910 930 940 950 960 970 980 990
G TCCCCAACCAGEC CCAAGGCGETTCCTT GT CCCCACCGGEGEGEGE

870 880 890
TGGEGAC OC AGGT CAAGCGGGCCCC GGGGGCCCC GGG C GGG CGCTTCC GGT GCCCCCAG

WMA MMMWM}&M\«AA MWWW

1020 1050 1060 1070 1080 1110
GG GGG COGGGGC GG}I‘TCGCTC C CATTTCC C TACT TTT C CC Tcccccc TTITTTT GGGTT G GT CTGGTT T GGG GG TTTTTTT T TTIGG

1210 1220 1230

1120 1130 1140 1150 1160 1170 1180 1190 1200
TTTTT T C CAGGGGTTT

G3GGGEG CCCCAC CCCCAC CTTTTGGITT GGG GG GGGGGCTTT TTTCQECCC C CCCC




