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10 20 30 40 50 60 70 80 90 100 110 120
G GITATCAGG CAT G AC CTGCATTTCATCT GAT GCT GIGAT GAATTTTTCTAAGACCCT TGTCTAATTAATT GCGGACCCTAGAGGTCCCCTTTTTTATTTT TTTTTTCAC CGGT

RO M A A MMV\WWAMMNVWWWW PR A

130 140 150 160 170 180 150 200 220 230 240 250
TTACAAGCAT TCTCTGAAGATGTGT ATAAGAGACAGACTAGTCTTGGACTCCTGTTGATAGATCCAGTAAT GACCTC G CTCC TCTGGATTTGTTCAGAACGCTCGGTTGCCGCCGGGC

el AMMAANWMA/UUUU%NWWMNWWWWAANWN\NUWWA/WWNWWNWWWA/WWWWWWWNN

260 270 280 300 310 320 330 340 350 360 370
GTTTTTTATTGGT GAGAATCC GGGGTCCCCTGGTTT CTACACAAGTAGCGTCCTGAACGGAACCTTTCCCGTTTT CCAGAATCT GATGTT CCATGTGACCTCCTAACATGGTAACGTT CAT

A A AP\ A A AR AR A AP AN AN AR

380 490 500
GATTACC GTGC CTGC TCGTGCGGCGG TTGGGCG GCGTGTTTTCT GTGCTGCGCTGGGTG TCCGCGTCGT CCGCGCGTCTGGTG TGTTGCGGCGC CTGGCC TATAGCG

VA A AN DA mewmmwwwmwwmm AMAAAAANARA A

510 520 530 540 550 560 570 580 600 610 620
GC GCATTACCATTAGCAGCGAAGGCAGC GCCATGCAGGAAGGCGCGTATCGTTTTATT CGTAATCCGAACGTG GCGCGG GCG TTCGT GCGGGTGCCATGCAGACCGETG

A A AR AR AR A A AR AR AR AR AV AR AR AR A AP
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630 640 650 660 670 680 690 700 710 720 730 740 750
CTGGCCCAGGAATTTCCGGAACTGCTGGCAATTGAAGATACCACCTCTCTGAGCTATCGTCAT CAGGTGGCGGAAGAACTGGGC CTGGGTAGCATT CAGGAT GCCGTGGTTGGT GG

A e O R i

760 770 780 790 800 810 820 830 840 850 860 870
GTGCATAGCGTGCTGCTGCTGGAAGCGACCACCTTT CGTACCGTGGG CCTGCTGCAT C AAGAATGGTGG AT GCGTCCGGATGATCCGECGGATGCGGATG G GCGGC TGGCTG

AN, /\/\ANUW\J\WWW“\&WMA MWMWWM A

880 890 910 920 930 940 960 970 980 990
GCCGCTGCTGCAACTTCGCGT CTG G TGGGC GCATGATGAGCA CGTGATTGC GGTGT GCGATCGTGAAGC GG TTC TGCGTATCTGC AAGAT CT GGGCCAT CGAACGITTTGT G

&MMMJ&M\AM/\ M/&(\/\!\M mﬂa%

1000 1010 1070 1080 1090 1100 1110 1120
GTGCGT AAC CATCCGCGT G TGTGG GECG CCTGT TCTGT TG TCCCCTG CC GCC GG T GGG GGGTT ATC TT ACCTTCCCC GGCGCGGT GGA T CT GG
1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230

G CGT CCGT AGG GG GAT GAGLACT G CCTGGGATAGESGUG ATTACCCTT G GG TTTCTG GGG GG TG GC TATCCC C GGG ccce




