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10 20 30 40 50 60 70 80 90 100 110 120
GA TAT GI'T CATT TTTGCGGAC CTAGAGGTC CCCTTTTTT ATTTIT T TTTT TTI CAC. CGGTTTACAAGCAT T CT CTGAAGATGT GTATAAGAGACAGGTTGGAGACGTTGC

OO o P WA A J\/\/\M/\/\M/\/\/\MN

130 140 150 160 170 180 190 200 210 220 240 250
TCCGTTTTTGCGTACCCAGCCGATTCAGGATACCTATCGCGCCACCCACCAGGC CAGGCTGGACCTCGAAGCCGGCATCG GCCGCGCGGGCGCTGTCCG G GTGCTGCTCGAAGGCCTG

AR o oA A A A AR AR o

260 270 280 290 300 310 320 330 340 350 360 370
TCG CCCTGATGGGCCACCTGACCCAGCACTCCGGTGCCGACCATGGECGCGCTGCTGATTGTAAGCGGCGCCGAATTCCAGAT GGCCGCCCTGGCCTACAT CGACGAT GCCGGGCT GCACGTG

(A WWWMMW/W\WMMWW\AW /\[WWW\(\ e A P P A Y

380
GCAT GGAC CTGCC G GTTC TG CCC GGC CCGTTGTCGGTC TC C ccacc TGCGC CCCGC CCGCTGGTGCTC CG TGCCCTC GTG GTGCCCGG GGCCTTCCGCC

(M N\/\W\ L e v T

510 530 540 550 560 570 580 590 600 610 620
CAGCTGC GGCGCGC CGCCCGCTCGGTGCTGTGCCTGCCGCTGGTG TCCAGGGCGT GCTGATCGGCCTGGT GTACCT GGCATACC CTCGTGCCCAACCTGTT CGGCAGT CAGCGCCTG

o A A A A A A A A A ot A W A
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630 640 650 660 670 680 690 700 710 720 730 740
GCCATGCT GG TCCCTCGCCG CAGGCAGCGGTGTCGCTACAG A CGGCC GTTCTACACGCGCCTGGCCGAAG CCAGATCCGCACCCAGATGGAAGGCCGAGTTGCGCCGCTC

A e DA e AR S AR A A A A A A A A A

750 760 770 780 790 800 810 820 830 840 850 860
GCGTGCGGAACTGGCGCGCAGTGCG CACTT GCA GG CGATG TGAGCTGT CAGCGTCCATCGTCCACCAGATCAGCCAGEGCGCTCCTG GGCGTCGGCTCCGATGEGCGC GGGECAT CC

Ao AN AU Aot A A DM A A SR A A Sl A A

870 880 890 900 910 920 930 940 950 960 970 980
TGCGCTECTC CGCGUCCAGATCCC CATG TATGAAGCGATTGTCGGGCCTGC GAGGACATCCITCGACGA CAGAC C GGGCCTGCGGLCAT TGCTGGCGE C GCTGTTCCCT G

LUV v A A et e WAL

990 1000 1010 1020 1030 1040 1050

0 1080 1050 1100 1110
CCCCAXGATCACCCATCGAG G GGG GAACCTT ATTG GGAATTTGGATT TTAGGTGG G GITTTGACGCC CCGGC C TCCA CCCCCC ACCCCGAACCACCAC GG Q5T T TT

1120 1130 1140 1150 1160 1170 1130 1190 1200 1210 1220 1230 1240
C GCC CTCAAGSCT C AGGGEGEGEGE GGAMGGITGAIC ACCOGT cCC TCCTTTTT CCCGG TG G AGGGGGTTTTT GGTT TTTTACT CCCGTTCTTTCCCCC CGGACC GGGGGGEG GGG AGT G




