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10 20 30 40 50 60 70 80 90 100 110 120
GAT TWATTA TATTGCGGACCCTAGAGGICCCCTTTTTTATTTT. TTTTTTCAC CGGTTTACAAGCAT TCTCTGAAGAT GT GTAT AAGAGACAGCCCCGGACCTGCGC

PO =AW WA AR A A A A AN W A AN AN A

130 140 150 160 170 180 190 200 210 220 230 240
CAGGACCTGCTGGCCCTGTGCAGCAGCGGCCCTG ACGAGATTGCCCGTGCAGCACTGGCGG CCGCTGGGCCAGCCTGGCCGGCGAAGGTATCCGCCAACTGCTGGCTCGCCAGGE ACTG

AN AP s W AN AR A o A M A AR A A AR A A 0

250 260 270 280 290 300 310 320 330 340 350 360 370
GCCCGAAGCCGTTCGCGCCATCGGCAGCCACGGECCAGACCATTCGCCATGAACCGGCCCGCGGCTTTACTGT GCAGATCGGTAACCCCGCACTGCTCGCCGAACTGACCGGCATCAGCGTGGETC

AR AN AW WA M A AN AV AN AR A AN A AR AR A

GCCGACTTCCGCCGTCGCGATGTGGCTGCCGGCGGCCAAGGC GCGCCACTGGTACCGGCCTTCCACG CCCTGTTCAGCCAGCTTGGCCGACGCCTGGCAATCCTTAACGT AGGCGGTTTCTG

WA AW AN AN AR A AR AN AN M AN AN A A Vi

500 510 520 530 540 550 560 570 580 590 600 610
CAACCTICAGCCTGATCGAGCACAACAAGCCGGTT CATGGWEETTCC TGCGGCCCGGGGE CGTGTTGCTGGATGCCTGGATCCAGCGAGAGE CGGCCACCCCTATGATGCACATGGCGCCTG

AN AN L AR AR AR A A A AR AL A BN A A ol Pl A
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620 630 640 650 660 670 680 690 700 710 720 730 740
GGCTGCCTCGGGTGTGGCGCAGCCCTAGATIGCTCAGCGCACT CATGACT GACC C ATTC TTT G CACGCC GC GGCCCOGAAGAGTACCGGCCCCGAGGT GTTCAAMGCTGCCTTGAACT GTCT T C

WWMWWMMWM&W NAL AN et a WA AR KA A

750 760 770 780 790 810 820 830 840 850 860
CACCCGGACCAAC AAG CAGGCTT ACGGGATT C GGAACT GGCGGACGT CG G CTGGTTCGC CGAACAQGATCGTT CC GGG GGGATACAGACCTTT GATG GGGTCCTGTGT

VAL N AN PN AR A AN ACARAR A ARAM A AN LA AN A A

870 880 890 900 910 920 930 940 950 960 970 980
CCCAGTC GGACTGACCGGEGGEC TAAGGGAGEGCCCCGEC TT CTCCC TGAACTTGGCOGCCCCTTTIT GG A G GGGGG C GTGG CUGGAG GIGCC GAGGTC C TTCGGE CC G TTCAAC
990 1000 1010 1020 1030 1040 1050 1060 1070 1080 1090 1100 1110
CGGGGSGT T ACAGC GGCCTGGG CGATIITTTITT CAGGGCT CCTTTTATTGCCCC TGGGTT TGGGGEGEGE C GAATTT T TAGGGLGEAAGAG GCG G TAT AAGG GTT GCCAT
1120 1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230 1241

CcCCcC GGGCACAAGE AGAGGTGAEEE GT TTTAGTGGETTGG C COGC GGWT GTCGEAGGGG CEGAAG AGAMATTTTTIGGG GCCCGCITICCCCCCAC C GIGG AGCATT




