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10 20 30 40 50 60 70 80 90 100 110 120
TTATT GGACCATTAATTTIG CGGACCITCG AGGTCC CTTIATTTRTTTT TTTTTT CAC CGGTTTACAAGCAT TCTCTGAAGATGTGTATAAGAGACAGGTATTCACCTGATC

ARG P e AR e AN A A AN A A W A A MAR

130 140 150 160 170 180 190 200 210 220 230 240 250
CTCGCCACCCAGCGCCCOTCGGTGGACGTGATCACCG GCCTGATCAAGGCCAACATCCCGACTCGTATGGCGTTCCCGGTCTCGTACTAGICGACGTCGCGTACCAT CATCGACCAGGGCGGTGC

AR AR PP AN e M A A A oAl e o A WA

260 270 280 290 300 310 320 330 340 350 360 370 380
CGAACAGCTGCTGGGCCATGGCGACATGCTGTAGAT GCCGUCGGGCACCAGTCTGCCGATCCGGAT GCACGGCGCATTCGT GTCCGACGACGAAGTGCACCGCACGGTCGAGGCGTGGAAGCTGCG

W RN A oo A A AR AN AR o A WA W AP A

TGGCGCCCCGGACTACAACGACGACCTCCTCAACGACGTCGAAGAGGCCGGTAGCGGCTTTGACGGCGGCGGCGGCGGTGGCGAGGGTGACGATGCC CCGACGCCCTGTATGATGAGGCGG

AN o AP o A AV A e A A i A

510 520 530 540 350 560 570 580 590 600 610 620
TGCAATTCGT TCGAGAGCCGTCACGCCTCCGITTCTGCCGTGCAACGC GCTG GAT CGGCT ACCACCGETGCCGCGC G GATCGAGTCGATGGAGATGGCCGGCGTTGTCACCCCC

L nadan W v e A A AR AL o A L A A
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630 640 650 660 670 680 690 700 710 720 730 740 750
TAATAATCCACGGCTACCATC TCGAATCGATGATGCGCGCGGCACGTTTGTAT CC CATCTTCCICTTGAAT AGA GGAGA G GTGG GCGGCOGACGGCTCT GAA C TTGCCTCG

Ao o M B ol et o A e\ A A A e R A A i

760 770 780 790 800 810 820 830 840 830 860 870
CCCTACGAQGGAAGACATTI TIAGICTCT CCCCCCCCCCCCCACCAACAT CCOGCCTACGCCATACT AGGGCGATCAG TTTC AGCTIT GGT C TCCTTGGT GAGAGAC GGC GACCACCATCC

WM&MMMMMW@M@@&W@AM

880 890 900 920 930 940 950 960 970 980 990
GCCGCTTTC GGACTTCTT G CC CCGGTTG CG GGTCCTCC TT GT AGTCCCGGAG CGTUGCC GCAAGATITCCAGG CCT AC CGGGEGGGGE GGTATTT CTTGGGC CGGACGA GTAT

A A A e s L

1000 1010 1020 1030 1040 1030 1060 1070 1080 1090 1100 1110
GCGCCCGAGCC CCCGGGTATTGGTT T CGGTGC CCC GGG GCCCCC GIT GAGG G GIGTGCCC TGGGCCC AGGTCCTT TTTGCGA ACCC CCCCGGGE T CGGGG A GGGGACCC AGC G

1120 1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230 1240
TOGGG ATTTGT CTCGACCCC GG GGG ACC CCCC GCGCGGEGECATTGGIGGICCTITTT T GCAQIGCGEAGGEGE CCGGGTCC CAC GGGGACTTITT GGGG GGGGCG. G




