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10 20 30 40 50 60 70 80 90 100 110 120
G TC O TATCAALG TCTTTGCG GALC CITAG AGGTCCCCTTMTTTTATTTT TTTTTTCAC CGGTTTACAAGCAT TCTCTGAAGAT GT GTATAAGAGACAGGTTGTGCACCACC

oA DU g A A A A A o A A A

130 140 150 160 170 180 150 200 210 220 230 240 250
CAAGTGCCTACTGCCGAGCTGGCACGTATCGCCCACCAACATGAATTACCACTGCTTGAAGACCT GGGCAGCGGCAGCCTGCTCGACCTTACCCGCTGGGGCCTGCCCGCCGAACCCACGGTACGC

A A e A A AARY AWMMWWMMWNWMWW NV\/W\/\/\/\[‘

260 270 280 290 300 310 340 350 360 380
CAGGCCCTGGCCGATGGTGCCGATATCGTCACCTTCAGTGGCGAL CTGC GGGGGGGCCGC GCCGGG T TCGTCGGCC CAAGGACTTGATCACCAGGATCAAG TCCGCTC G

oA A A Ao P e o A A R

390 400 410 420 430 440 450 460 470 490
CGTGCGTTGCGCGTCGACAAGATCACCCTTGCTGCACTCGAAGCGGTGCTGGCGCTGTACCGCAACCCCAATCGCCTGGCCGAGCGCCTGCCCAGCCTGCGCCTGCTGACCCGCAGCCAGGCCG

QWWWMMWWWMMWMWWWWMWMWWMMWWWWWWWM

510 520 530 540 350 560 580 590 600 610 620
GATCCAGGCCCAGGCCGAGCGACTGGCGCCTGAGCTCCAGGCGCGTCTCGGTGAGT TGGGC TC CGTAGAGC CCGCGTTGGGC ATGAT CGGCAGTGGCAGCC AGGCG GGT AC C

e L s
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630 640 650 660 670 680 690 700 710 720 730 740 750
GCCCAATGCCGCTCT GTGGCTGC GC CCGC GTGTG CAAGATG GGAGGC CCTGCGTGTGTCGCAGCGCACC CTGAC GATT CATGTTTCCTGGGEGGCACGTITCTCCTG

e A e e oA e ot e A e PV

760 770 780 790 800 810 820 830 840 830 860 870
Gc CCCACG GGAGOAGAGCTAGGCCCCCCG CCCTGAAT GAT GCCACCTAGAT GG GAT GAATAACAGCCCCATC AGCCACGGGCC TOGGGGAT CATGGGT GTITTGGGGGU GGG CC AC cG

\AWWW%MMM M&Mm&w&mwm

880 900 910 920 930 940 950 970 980 990 1000
qcca GCC C CG GTGCGCCCTGCCCCGAET T CTCOMGCAC GCAG G AATT CCAGATTG GGGGGGCCCTCCTG CCTT CGC CCTTGGGCICTTTGGGGT GGGG CGCAMCCCGESCCCT T

1010 1020 1030 1040 1050 1060 1070 1080 1090 1100 1110 1120 1130
cGgcececcecceeecec TAATTTT GT TGGGG GC CGC GTTGITT T CCTTTTTT GGEAWWAGGGGEGEGCCA GGG AT CAGTGT CC GG TTTTTTTTIIT TAAGAGT TTT TT CTCCCCT

1140 1150 1160 1170 1180 1190 1200 1210 1220 1230 1240 1250 1260
CCoCcoaat GAGAATTITTTAT TTTCT G GGAESG TACCC COCCCC T GAG GGAG GA GAGGAGA GG GUGEGEGAG CCCTCTATCCT TAT T CcC




