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T CCI TGGIC GATG CG OGGAAC CAAGA GGTTT TTT CTA T AT TTATTTT AC CGGTTT CCAAGCAT TCT CTGAAGATGT GT ATAAGAGACAGGCCGAACAGGTGG
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120 130 140 150 160 170 180 190 200 210 220 230 240
GAACGGCACGGCAGTC CAGATGCCACGGGCCGGEETTGAAGGCCCCCGGAATGGCGTTGAACCAGT T CAGGCGGI CGCCTTGCGATTCGATCAGGCGTACGCCTGGGT CACCGGCTCGCAGGTG

T

250 260 270 280 290 300 310 320 330 340 350 360
GCCACCGACCTCGTCCTG CTTGTTCCAGGCTTGTGGGGAGTTCCAGCCCGGCGACCAGGCGAATGGCACCTGCTGGCGCGGTTCGGUCGAACCCGAGTAGCCTTCCATGGAGAAGGCGAACG

490
CGGTGTCCTTGTCTTGCGGGGTGCGCGGCT CGT GCACACTGATGTTGGCC AACATGGCGGTACGGCCGG AGT AGCGCAGCGGCTCACGGGCCAGCTTCATGCCCTTGATGCGGAACGCAGCGCTCC
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500 510 520 530 540 350 560 570 580 590 600 610
GGCGCGGCGTTGACGAT GCC CGCCAGTTGCGGAGCGGCTTCGGCGC AAGCGCTGGTGACGTGGTCCAGCTGGGT CCAGTCGACCGGCTTGTTCAGCAGGETGG CACGCAGGGCGT GCATCCCG
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620 630 640 650 660 670 680 690 700 710 720 730
CGCCAGCCTTCGT GGATCT GGAT GCTGCTGTCCCGGTACTGC GGGTCG CACCTGGAAG GCGCTGGG CACGTCCTTCCTGGC TGACCTGGGTACCGTCGCCGT CAGCG CG A GGCT
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740 750 770 780 800 810 820 830 840 850 860
GCCGGCAGCTCCACGTGOGTCGC TCG CCOGTGTCGCTTTTGCGCGTG TCC GACCCACGTGCGCGOGCCTCGC CGTCA CGGGACATC GGCTTT GA3 GGTACGGEGECG CCACGCGTT G
870 880 890 900 910 920 930 940 950 960 970 980

GCTTATCATCAGCTCCTCTGGECAT GGCGTTT GCT TCTCCAC GGC GGACTCTAGT A CGGGTTGACGT CGACGETCCCCTGCCCTCTTAGATCATCCCC GG GGG TTGTT T GGAAC CGAG CC
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990 1000 1010 1020 1030 1040 1030 1060 1100 1110
GCC C'CGGGGET CCCCCC GG AACCGAGTT TTTC T CACCTTCCC TGGGG GGC CTTT GGCCCAGGITTGGGAIGCCCCCG GTCAGGCC GGGCCCGTT TI‘T'ICCCCCCCTT T GGGCG GGCCCCCT C

1120 1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230 1240 1250
CCCCCGGCCCC CTTTGGGGT TTTTA GUEG GGG GCCCCCCTAT TTTAGAG GACCC CAT C GGQECCCOCCACCCCGEGEIC CC CC CT TTT GIG CACCT CTAFTGTGIGEEGTG TAGAGG
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