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10 20 30 40 50 60 70 80 90 100 110
T GCCOCTGIATC AAT ACTTICCG G LCCTAG AGGTCCCC TTTTTTATTTT TTTTTTCAC CGGTTTACAAGCAT TCTCTGAAGAT GTGTATAAGAGACAGACGCAG
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120 130 140 150 160 170 180 190 200 210 220 230 240
GTGCGT GCCGCGAGATG GCGCTGATGACCGACGCGCGCAGCAGTGCTG GCAGC TCGGEAG GGTGGC GCCGTCCGGC CCGACC GCACCGT GGCCCGCCaG
250 260 270 280 290 300 310 320 330 340 350 360
GTCCGGCGCTCCACGC C GAGCAATTCATGAGTCAGCTGG TCTACGGCGTACACGCCGTGCAGGCATTGCTGCAGCACCATCC GC GGGTC GCAGATCTGGCTGTCGG
370 380 390 400 410 420 430 440 450 460 470 480 490
GOGCGCAGCGAGCCACGCCTCGAAGCCTTGCTGGCGCTGGCCGCGG CCGCGTGCCGGTCGGC OGO GUCGAGCGCCGTGAGATGG ACGCCGGGGTCC GCGUGTGOC CCGG GGT GTT GT
b
500 510 520 530 540 550 560 570 580 590 600 610
GCCGAGGTCC C CGGGT GG GG GGAGT GATG CTGGGCG CATGTTGTTGC TTCC G CAGCACGAC CGATCCTGGTGCT GG GGUCGEEGACGGGCC TCTAC CTCGTCGCGTG
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620 630 640 650 660 670 680 690 700 710

720 730
CCACACT CGGCAGCCGCCTCGTT CCCGGATT GTCACTG AR CA ACTCC C GG G GCCGCCTC GGAAC ACAGAC

TCGTCGAGGTTGCGCGGGTCT CC CCCGTC
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740 750 760 770 790 800 810
TTCC GGGACCAA GAAT GCGGCGE GGTTTTTGG GAGACC T GCTCCTACGAGC

820 830 840 830 860
TTGGGGCCCC CCGACCGAGT CGGACT GGACTACGGTT ACATCGTCATT GATAC GGCCTT CT
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870 880 890 900 910 920 930 950
GACTCAGGTTITCCGTCTGGC GGT GAT GGGGCTTGGT C GAC GGG T CCACESAGITTTTCCT CG GCCCTC GCCCG G C

960 970 980
GGTTTCC GG GTGGEGEA GGG GE®C CCCCT TCCC CAC CCCGTAATTT
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990 1000 1010 1020 1030 1050 1060 1080 1090 1100 1110 1120
GAATTACCCCCCTTT TGGTAA GGTCCT CCCAC CCCAGATCC GGGG CGCGCTTCAATTITTT CCTTT TGCCCCCCTTTTIGT TTTTTATTT G356 GG GGOEG GGCCGCG GAATT CC
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1130 1140 1150 1160 1170 1180 1190 1200 1210 1220
CCCCCGEGCCCCT TTCGGGEGGGT CTGGET CCGGE TTITTGGC CGGAGGGEGETTE CCCC T TT TTCCCC

1230 1240 1250
TTTTGT GGCCCGGC C GGGEGUGG GG C GGGCGGC GGOCGT CCAGGGCGCTTT TTTCTTC CCC
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