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GGAM TTGEIT CATG A TCE®CG GAC CITCG AGGTC C CTTIACTIIATTTT TTTTTTCAC CGGTTTACAAGCAT TCTCTGAAGAT GTGTAT GAGACAGGGCC TC

OO0~ Ao AN AT AN e VAR

130 140 150 160 170 130 190 200 210 220 230 240
CCTGGGOTTGCTGGCGTGATACTGGCCCTGTAGGTCATTGCGTGCCCCAGTGATGGCCTGACGCCATATTATCTGGCCGACAATGCT CTACCCTCATCTTTCCCGACCAGCTGCCGATACAGCT

L o NMWM/\MWW A A AR

250 260 270 280 290 300 310 330 340 350 360 370
TCGGTGGCATCGCCTCGCGCGATTTTTCAAT CATTCCAAGGCAGGTCGT GTTGAT GCTGCAGTACGGGC GAGCTTTCTGATCGTCGACGACTTTACCGACTTTCGTACGTCGACCCGTTCC

Ao i N\f\/\/\/\f\ﬂ/\/\/\/\f\/\{\{\[\/\m\/\f\/\f\/\{\ AN A

470 510
TGTTGCGCG GTTGGGCGTCCCCCCCCCCGT C G €G C CGTGCC C G 'ITTTCGTT GCC TCCC TCTGTATC CK}T CGH TT CTC TC CGCG C CCCTTI‘TTTC’KCTCT'ICC

(A A A il M\W\ N A

520 530 540 550 560 570 580 590 600 610 620 630 640
cocceoaoece TroCcC CT TTITTTTITTITTITT TC CCCCTCTCCCCCICCCTCCCCCCIT TC TT CATCTCT TTCCCCTAT CTT TT TCCTCCTTTCAICTTCTT TCTCICTC CCCTCCOCCCCCTICTT TC T
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650 660 670 680 690 700 710 720 730 740 750 760 770
TCTTCTCT TCTTC CTCTTC TCQCCCCCCCCCCTCC CCTTTITCTCCTCCCICCCCCCTCTAI TITT CCTCCTCTT CTAITITCCTCCCTC CTT TTIT TTTICT T TCCITTC CCTCCC CCTCCCCC TTCCIT

780 790 800 810 820 830 840 850 860 870 880 890 900 910
TTCAQUCC TTTT CCTTCCTT CITTT CCCT TTAAATACCTCCTCATTT TACCATCICA CTC T'TCTCC ACICT CTC CATACACTTCT CCTTAACTAACACAC CACAC CCTC ACACTACTAACT
920 930 940 950 960 970 980 990 1000 1010 1020 1030 1040
CACATTA TCTAAT CCT TC TAACCCT ACTT ATCCATA/LCAT CACCCACCCTATITCTCT TTTATTCT T CTICTACTT CCCTCTCTTCTC ATTA'T CAACACTTCTT CCC TTATTTT
1050 1060 1070 1080 1090 1100 1110 1120 1130 1140 1150 1160 1170
TTCTICCC A TTCCCA ACCACACC CAAT AT CACCTAT CC TAATATCC CACTAACT CATT TCACATCCAACACACCTC CAAATTT TT CTCCAACAAC
1180 1190 1200 1210 1220 1230 1240

TCTCTACATTCTTCACTTATIATCC ATTTTACTC TTATAAT, CCCT




