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10 20 30 40 50 60 70 80 90 100 110 120
T TCCCTGGACCATG ASTTTGCGGAC CITCGAGGTCC CTTMOTTITATTT T TTTTTTCAC CGGTTTACAAGCAT TCTCTGAAGATGT GTAT AAGAGACAGGC CATACACAGTCC
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130 140 150 160 170 180 190 200 210 220 230 250
CAATGGGGATACTCGCCAGCCCGUCCGCACGAGGCCCGCCCGAATGGGGTTGGCGATGATGTAGC GGGCCACCGCTCGCACATCCTCCTCGCGACGT GCCCGGTC TG GCTGGTTTGCCAG
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260 270 280 290 300 320 330 340 350 360 370 380
TATGCCGTCTTTCAGCACCGGCCTTGTACAAGGCACAGCTGCTTCTGG TTTG CTCGC CATCAGCCTACCCAGGCTCACTGGACCCAGCTCGATAAGCCAGTGAAGGT GAT CCGGCATCAAC
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390 400 410 420 430 440 5 460 470
CCCATGCCAGCGATCGACAAGCCTTGCGCTCAT CGCTGAACCGCAACTGCTGGATCACGGTCCTGGCGAATCGGAAGTCTTTGAACAACGGCGTTCCGTCACGAGTGCTA GTCGAC AAMCGAGAC
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530 540 550 570 580 590 600 610 620 630
G CAGACACTCC ACCGCCTCGT TGCATGGG GCCGGG CGT GG TCGTCCTCCGTTG TTGGGT T C GGGAACGGCCTTGG TGCG G GACCCACG GGCC
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640 650 660 670 680 690 700 710 720 730 740 750
GGATATT TACCGGGTGTGGCGCTGGTT GAAG TTGT TATCGT GGAC GAAG T GIT GG CGGC CC GCGGACACCAGGGAAG TGGGAGAGG GTGCACCCCCCCATCCCG

0 830 840 850 860 870
CCCCCAGAGTTT ATGAACGGGTTACCCGCGACGGE GGGAGGEGACCACCA AC AGT GCTGGCCACTTGAA CA GAACCC GGTT TGGAATGCCCT T GAG CC GGGGACTT GACA CCGGGC

760 770 780 790 800 810 82

880 890 900 910 920 930 940 950 960 970 980 990
TCATGG C GGGCG T GGG GGG GGT C GCCA CG GGGCC T T GGGGEGE GC TGGTTT TTT GG CCGGGCTTGGGTTCCCCC GGGCGA GGTTCCCA AGAAC

1000 1010 1020 1030 1040 1050 1060 1070 1080 1090 1100 1110
GCCACGGG TTGG TTTAATATTCCCGAAC GCTTCTTTGC CG G T GG TCCCCCGG TT G GGGGCCCECCT CG G GGAQCGCACC T ccc
1120 1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230

CCACCC CCCTCC CC TCTICTGTCCCT AGGGG CGGGEGEGEGE GAAGGEG T GG GGG T GAGOGEGC CCCTGTTTTTITAT AT GCT C ITT TT TTT CT CTTGTIGT TT TTC C




