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10 20 30 40 50 60 70 80 90 100 110 120
GAAT CTTGI TCAAT TCTTTGCG GACCT AG AGGTCCCCTTTTTTATTTT TTTTTTCAC CGGTTTACAAGCAT TCTCTGAAGAT GTGTATAAGAGACAGGCCG CAGGTGG

PN XY p A A WA AR A A W AR A A

130 140 150 160 170 130 190 200 210 220 230 240
GAACGGCACGGCAGTC CAGATGCCACGGGCCGGGTTGAAGGCCCCCGGAATGGECGTTGAACCAGTTCAGGCGGT CGCCTTGCGATACGAT CAGGCGTACGCCTGGGTCACCGGCACGCAGG

i WWWAWWMM\/\ D S

250 260 280 290 300 310 320 330 340 350 360 370
TGGCCACCGACCTCGTCCTG CTTGTTCC GGCTTGTGGGGAGTTCCAGCCCGACGACCAGGCGAATGGCACCTGCTGGCGCGOTTCGGCCGAACCCGAGTAGCCTTCCATGGAGAAGGCG

e e S

380 390 400 410 420 430 440 430 460 470 480 490
CGCGGTGTCCTTGTCTTGCGGGGTGCGCGGCTCGTGCACACTGATGTTG GCC TGGCGGTACGGCCGGE AGTAGCGCAT CGGCTCACG GG CCAGCTTCATGC CACGAATGC GGA ACGCAG CGC

e A A A AARAR e MA e P o i A e e s g

500 510 520 530 540 550 560 570 580 590 600 610 620
TCGGCGCGGCOTTGACG AT GCCAACCAGTTGCGGAGOGGCTTCCGCGC AAGC CCTGGAG GCGIGGGCC AEGGT GCACTCC TCGACCTG TTGTTCTG AAGGATGGC GCTGAG TGCATCCGT CC CGAG

T
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630 640 650 660 670 680 690 700 710 T20 730 740
CCAGTCTTCATGGATCGGAT GCGGCCGCGCA G GACTGG GGAG GCCTAGAC GGGTGGTTT ATCGEGTIGC GTGCATGAGA GCGTCCCGAT CCGTGAGAG GCGTGG GGCC GCCA G
e e
750 760 770 780 790 800 810 820 830 840 850

TGGGGAGCTT CAGTGCGCGTTTGT GATGG ACGC C GAG AQUGE GGCC GCATCTGC CGAG A GGGACTTG TGICGG G C GGCGTACAG TGGCTTTCA CACCGCCGG G

e e et e e T, e e et e,
860 870 880 890 900 910 920 930 940 950
GAGTTC CCCCAGGEGW TCTT GG GG C G GCCCCCGG G TTG T CCG AGT GC GGGAT ccc GGGA CACCG C GTT TCCCCTTIT CTGGGGC T AG
=T e
960 970 980 990 1000 1010 1020 1030 1040 1050
CC GG CGGGC CCGT ATTC GACGTATT CCCTG GCGECCT CGGCCCT G AT T GGG G GCCGT TGC C CGGGCCC COEEGCCCTG

1060 1070 1080 1090 1100 1110 1120 1130 1140 1150
TGTTGG GGG T GGG AG ccc TTTTCCGITT TGT TT T AT G GG G C GCC GTGGCGTGAG GG




