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10 20 30 40 50 60 70 80 90 100 110 120
ar T TCT GTAT CAAT TTTIGCGGACCTAGAGGTCCCCTTTTTTATTTT TTTTTTCAC CGGTTTACAAGCAT TCTCTGAAGAT GT GTATAAGAGACAGGGTTCAGGCTAC

P e W A AR A AR A A A e A A VWA AR

130 140 150 160 170 180 190 200 210 220 230 240 250
GGCACCCCOGCCGUCATCGGCAGGCGCAGGCGATGCTCGGC CGGCAGGCTGTCCAGCACCTCGGCCGGCAACCCGCGGCTCTCTGGCCCGAACAGGAAGGCGTCCCCCGGCTOETACTAGTCGACGC

0NN AR A A A A AR A W AR A

260 270 280 290 300 310 320 330 340 350 360 370
GTEGC TGCGAGCCCTTGGT GGT CCGCGAAC CCGTGGGTTGCC CGAGGT AGACAG TACGGCAGAGCTCTGGTGGCGCTT GA GCGTG GCT TACAG CCTGGCCACC

Wl A

380 390 400 410 420 430 440 430 460 470 480 490
GC CECTGTGGC GGGC CAAGT GGT C T CTGCCCGGGCGT TTCC CACTTC GG GGTGCGTTTTG TTTTAATTTTTC TTATTCT
500 510 520 530 540 550 560 570 580 590 600

GTACCC TTCITTTCC G ACTTTTGCGCT CTC CGCCCT GC C CAMGGCC GA CCTTCAAT TGTTTCGACC TCCATC GCACTE CCCOEC GG
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610 620 630 640 650 660 670 680 690 700 710 720 730
GGG G CG'G G CAAGC GGGATGGAG GG GGACCAC C COGGGAG TGTAGCCTCAGCGGT CTOGT CGAGG GTC G CG CTCATC T TACG C
740 750 760 770 780 790 800 810 820 830 840 830
C GAGACGI T AGGAGA G GAAGGA AGGGC CCCAGAGG C CCITTACTAATGIGTGT TAGIGGGC GT CT T TGA TTAAT TAG GAGG ATGEE CGG GGCGAG T CITTA CAACAECCCC CCG
860 870 880 890 900 910 920 930 940 950 960 970
CACCC GG GT GGG GGGGEGEGE G AGAACT GCATGGGGGGG C CCCCTT TTCCTCCC CC GTATG G GGCGAC GC C ac GATGTTG C CAGCG GTGGGC GTTTTICCCC
980 990 1000 1010 1020 1030 1040 1050 1060 1070 1080
CGT GGG G GGGG GGG GGGTTT GAA CAG GTT AGGG GG CGCACCCTCATGT CCC TGTTT TCCTTTATTTT CCTWACCCGGCATTTTGT TTTGGGAG GG GGG
1090 1100 1110 1120 1130 1140 1150 1160 1170 1130

GGG c ccC G GCGCTCTGGGGE GT TTTTITGT CTCCACGAC GGACGG CcCcccaCcGGgAaCCcGgoeCcCcCceTC TTTTTTTTTTCT GCATGATA C GG CAC




