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10 20 30 40 50 60 70 80 90 100 110 120
C TG TGG AGTGATCA ACCATG CCTAGGGCCCAAGTTCACTT GGAGAT CAACAATG GCAATTTTCGTACTG CATCTTAATCATGCTAAGGAGGTTTTCTAATGAT CATGGG

MM\(\W\MW\MM P et B e A A AN AR AN WA A AN

130 150 160 170 180 190 200 210 220 230 240 250
TTCAT GGTG G CTGTTCACCGGTGTTGTTCCGATCCTGGTTGAACTGGATGGT GATGT TAACGGCCAC TTCTCTGTTCGTGGTGAAGGTGAAGGT GATGCAACCAACGGT C

i WANWWNWNWWWWMWMWWA FAAAMAMAN A AN AR AR

270 290 300 310 320 330 340 350 360 370
TGACCCTG TTC TCTGCACT CCGGT CTGCCGGTTCCATGGCCGACTCTGGTGACTACCCTGACCTATGGT GTTCAGTGTTTTTCTCGTTACCCGGATCACATGAAGCAGCATGATTTCT

\/\NW\/\ IR AR WWWWMWMMMWW\NWVW\WWW\WWW\WWM AN AN Ay

450 500
TC TCTGC TGCCGG GGTT TGT C GG GCGC cC TTTCTTTC G CG TGGC CCT C CCCGTGCAG GGTT TTTG GGTG T CTCTGGTG CCGT TTGAACTG

A L B M\/\/\/W\/WW\ P Y

510 520 530 540 550 560 570 580 590 600 620
GGCATTGATTTC GAGGACGGCAACATCCTGGGCCAC CTGGAATAT CTTCAACTCCCATAACGTTTACATCACCGCAGAC CAGAAGAACGGT TC GCTAACTTC

PR A AR AP AN A AR A AV A AN AN A A AP A A A
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630 640 650 660 670 680 690 700 710 720 730 740
TTCGCCAT CGTTGAAGACGGTAGCGTACAGCTGGCGGACCACTACCAGCAGAACACTCCGAT CGGTGATGGTCCGGTTCTGCTGCCGGATAACCACTACCTGTCCACCCAGTCT CTG

WA M/\/\/\ A A A AN A AN AMN\/\N\MMW\M[W\/\IW\/WMA AN A

750 770 780 790 800 810 820 840 830 860
TCC G CCCG CG GCGCGACCACATGGTGCTGCTGGAGTTCGTTACTGCAGCAGGTATCACGCACGGCATGG TG CTCT C TAAG TTCGAGCTCGGTACCCGGGGATC

AP PN A A AR WM AN AW AR ANAAPAN A A AN A A W A A

870 880 890 900 910 920 930 940 950 960 970 980 990
CTCTAGAGTCGACCTGCAGGCATGCAAGCTTGCGGCCGCGTCGTGACT GGG CCCTGGCG ACTAGTCTTGGACTCCTGTT GATAG AT CCAGT AATGACCTCAGAACT CCATCTGGATTITGTTC

A WA MMNM\/\WW A W A AR AN A A@mmw

1000 1030 1050 1060 1070 1080 1050 100 1120
G CGCTCGGTTGCCGCCGGGCGTTTTTT TT GGTGAG TCC GOC CGCCCCTCTTTAATACGAC GGGCAATTT GCACTTCAG TGAAG GTTTGCTTT GCCAT C GT CCAGTATG

WA A AR AN A AN AN A A AN A Ay

1130 1140 1150 1160 1170 1130 1190 1200 1210 1220 1230 1240 1250
CTTTTTCACAGCA CTGG ACTGATTTCATTTT CTATTCTGG CCAGTTTAAGACTTT ATGGCC GTT G CCAATTT GGT CAGTTT GACTTATTGTCCGCCCCC TTGATCACCCCTG

ARG AN MNP WA N o M A SN N A A S i A I pa




