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10 20 30 40 50 60 70 80 90 100 110 120
G GCTG T TA TACGTGGCCGTGCT GGGGACCGACGT TGACCAGCCTCGTAATCTGGCCAAGTCGGTGACTGTCGAGT AACGGGT AGTCAGGTGT TGAT CAACTTGTGGGCGGACAAT

000000 AN I A A AN A AR AN A e A AR

130 140 150 160 200 210 220 230 240
GTCTT CTGAAC TAGATCT CTATGACAAT GTCTT CTAGACAGAATAGTTGT CTG TCAGTCCAGTTATGCTGTG GCATACTGGACTTTTGT TATGGCT

A AN A AR AN A e A A A A AR A A AR A A A e e A A\

250 260 270 280 290 300 310 320 330 340 350 360 370
GC CTCTTCATTTTCT GAAGT GC TTGCCCGTCGTATT GAGGGGCGTGGCTGGATTCT CACCAAT CGCCCGGCGGCAACCGAGCGTIC T GAAC TCCAGATGGAGTT

L AP AR R A A AAR AP A  o ANANMAR AN APV A VY

CTGAGGTCATTACT GGAT CTAT CAACAGGAGTCCAAGACTAGT CGCCAGGGTTTT CCCAGT CACGACGCGGCCGCAAGCTTGCATGCCTGCAGGTCGACTCTAGAGGATCCCCGGGTACCGAGCT

A A P A A A AP A A AP AR AN A P A MMM Y

500 510 520 530 540 550 560 570 580 590 600 610 620
CGAATTCTTATTTGTAGAGTTCATCCATGCCGTGCGTGATACCTGCTGCAGT AACGAACTCCAGCAGCACCATGTGGTCGCGCTTTTCGTTCGGGTCTTTGGACAGTTTAGACTGGGTGGAC AGG

WA A WA A AN W AN A A AR A A A AR A A AR AN A AP g
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630 640 650 660 670 680 690 700 710 720 730 740
GTAGTGGTTATCCGGCAGCAG CCGGACCATCACCGATTCGGAGTGTTCTGCTGGGT AGTGGTCCGCCAGCTGTACGCTACCGTCTTCAACGTTATGGCG TTTTGAAGTTAGCTTTGAT

AWM WMMMWWW%WWWWWMM N\MNV\&A ek L /\[V\/WW\A/\

750 760 770 780 790 800 810 830 850
CCGTTCTTCTGITTGTCT G CGGTGATGT CGTTATGGG TTG TTATATTT CCAGTTTGTGGCCCC GG GGTTGCCGTCC 'ITCTTTG TCATGGCCT TTC GTTC T CGG

PR A AW A A A AR PN A AN AN S AN Y MM M Y

870 880 890 900 910 920 930 940 950 960 970 980
TTCACCAGAGTATCACCTTC TTT AACCTCTGGCACGGGTTITTTGTAGGTGCCATCGTCTTTG G TGGT GCGCTCCTGTACAT CCTT CC GGCATTGCAGATTTG G

AN AP A Msae A AN AP WA AW AR AN Y

1010 1020 1030 1040 1050 1060 1070 1080 1090 1100
TC TGCTGCTTC TGTG TCCG GGT AACGAG CACTG CACCATAGGGTCAGGGTAGTCACCATA TTC GGCCATGG CCGGCAGTTTACCGGTAGTGCAGATG TTTCAGG

VAR AN A AN A A AWM N AR A AN A PP AN A

1110 1120 1130 1140 1150 1160 1170 1180 1190 1200 1210 1220
GTCAGT TTACCGTTGGGTTGCATT ACCTTTC CCTTT CCCACGAALC GAGAATTTGT GGGCGGETT T CCATCCAGTTT C AAG G CCC GG GaE T CTIT

AN AN AN G AN 2 D VAN Bl o T o o o™ s




