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10 20 30 40 50 60 70 80 90 100 110 120
T GGCGA TC G TGTAG GT GGITTCATTCACAT GAACGG AGCGATTCATCAGGTTGGAT TCGCAACAGCATGG ATTGCTGGTCCCT AGGGAGCAGG GGT GAGC GAGC GGAG

e OO0 oA N A WA A A A A AR A A A A A VA AT

130 140 150 160 170 180 190 200 210 220 230 240
TCAGGCG GGCTGGEGACCATGGCAGGAGCCGAT GAGACAGACCTCACCGGCTCCTGC GACAGCTTTAATT CTCTAGC GACAGTTTTAATTCTCT CCAGTTGT GGGC GGAC TAGTT

oA A A A A AR AR e A A A A A R A /\/\W\/\/\Mm Al

250 260 270 280 290 300 310 320 330 340 360
GGGAACT GGGAGGGGT GG TGGAGTTTTTAAGGATTATTTA GGGAAGAGT GAC TAGAT GGGAACTGGGT GTAACGTCGTAAGCTAATACG TT C TGAC TAGTTT GG

Vot A A e MW&WAWWMM&M [ A

370 4350
CTAG TTTC CTT TCT GGTTTCT GGGCGGCGG TTTGTCCT CTC GG G GCGTTC CCG C C C GAT CG GGCCC GTCTTTCG CTG GCCTTTCGTTTT TTTG T GC

AR AR AR A AN AR AR A A A A AN A A A e

500 510 520 530 540 550 560 570 580 590 600 610
COGACGTCCAATTTACCGAACAACTCCGCGGCCGGGAAGCCGATCTCGGCTTGAACGAATTGTTA GGTGGCGGTACTTGGGT CGATATC GTGCATCACTTCTTCCCGTATGCCCAACTTTGT

A A A A AN AN A AN AP e A AW e A A ANAAAAAR A A
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620 630 640 650 660 670 680 690 700 710 720 730 740
TAGAGAGCCACTGCGGGATCGTCACCGTAATCTGCTTGCACGTAGATCACAT GCACC GCGCGTTGGCCTCATGCTTGAGGAGATTGAT GAGCGCGGTGGCAATGCCCTGCCTCCGGTG

N A W AR AR A A MMMWWMNV\N\/\/\/\ANV\N\/\MNV\M WM

750 760 770 780 790 800 810 820 840 830 860
CTCTCCGGAGACTGCGAGATCATAGATATAGATCTCACTACGCGGCTGCTCAGACTTG GGCAG CGTAAGCCGCGAGAGCGCC C CCGCTTCTTGGTCG GGCAGCAAGCGCGAT GAAT

AW A A A AR AN A AR A A A A PPN AN A AN P

870 880 890 900 910 920 930 940 950 960 970 980 990
GTCTTACTACGGAGCAAGTTCCCGAGGTAATCGGAGTCCGGCTGATGTTGC G AGT AGGTGGCTACGTCTCCGAACTCACGALCCG GATC ACGAGCAGCCCGCATGGATTTGACTT GGTCAGEGCC

W’\MMMM\M\/\MW el LA A A O A A

100 1030 1040 1030 1060 1070 1080 1100 1110 1120
GAGCCT C TGTGCG TG TGCCC T CTT GAGOCACCTAACTTTGTTTTAGIG CGACTGCCCTGCTGCGT ACATCGTTGCTGC TGCGTAAC TCGTTGCTGCTC T ATCATC CATCGACCCACGGCG

A AW e AN A e A s e e VA A A el ey

1130 1140 1150 1160 1170 1130 1190 1200 1210 1220 1230 1240
TAACCCCCTGCT GCTGGAAGICCGAGGGT A GCTGTCC TACAGTCTAACAAGUCAG CCGCOCTGG CCGTTACCCCGTTGGATTCGTCAGGTT TGG TTGCTGAGGGC CCTAT

A AN AN AR A NN oI AN AN A A 0 e p




