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10 20 30 40 50 60 70 80 90 100 110 120
CT ™ G TGTAGGT GGTTTCGTT CACATAAGAACGGAGCGATTCAT CAGGTTGGATTCGCAACAGCATGGATTGCTGGTCCCTAGGGAGCAGG GGTGAGCGAGCGGAGAATC

e 00 AN A A WA AN A A AN AR A A M AR A

130 140 150 160 170 180 150 200 210 220 230 240
GGCG GGCTGGGACCATGGCAGGAGCCGATGAGACAGACCTCACCGGCTCCTGCGACAGCTTTAATTCTCTAGCGACAGTTTTAATTCTCT CCAGTTGTGT GGGCGGAC TAGTTG

AR A A A A A AR A s AN A A AR AR /\/\NWW\/\/WW\/\/\ Y

250 260 270 280 290 300 310 320 330 340 360 370
GGAACT GGGAGGGGT GG TGGAGTTTTTAAGGATTATTTAGGGAAGAGT GAC TAGATGGGAACTGGGTGTAGCGTCGT AAGCTAATACG TT TGAC TAGTTTGGAAC

A A P A A A AN A A MNW\/\/\/\/\/WW\/W\/\/\/\ P A A

450
TAG TTTC CTT TCTGGTTTCT GGGCGGCGG TTTGTCCT CTC GG G GCGTTC CCG C C C GAT CcG GGCCC GTCTTTCG CTG GCCTTTCGTTTT TTTG TGCCG

AR WA A A AN A M AV A /\/\/W\/WWVWW\NWMMNWNW\/\/\/W

500 510 520 530 540 550 560 570 580 590 600 610
CGTCCAATTTACCGAACAACTCCGCGGCCGGEEAAGCCGATCTCGGCTTGAACGAATTGTTAGGTGGCGGTACTTGGGTCGATATC GTGCATCACTTCTTCCCGTATGCCC CTTTGT

AR A AN AAMAA AN AN AR PR A A AR A A AP e Y
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630 640 650 660 670 680 690 700 710 720 730 740
TAGAGAGCCACTGCGGGATCGT CACCGTAATCTGCTTGCACGTAGAT CACAT GCACC GCGCGTTGGCCTCATGCTTG AGGAGATTGATG AGCGCGGTGGCAATGCCCTGCCTCCGGTG

VA A AN WA A AWM A AR /WW\!\/VWW\/\/\/\/\M/\M/\N\/\M/WWWW\A A

750 760 770 780 790 800 810 820 840 830 860
CTCTCCGGAGACTGCGAGATCATAGATATAGATCT CACTACGCGGCTGCTC CTTGGGCAG CGTAAGCCGCGAGAGCGCC C CCGCTTCTTGGTCG GGCAGCAAGCG CGATG

AP AV A A AR A AN AN AR AR~ AR A /\/VW\/\/\/\NM A MNWWM\ MUY

870 880 890 900 910 920 930 950 970 980 990
TGTCTTACTACGGAGCAAGTT CCCGAGGT AATCGGAGTCCGGCTGATGTT GGGGAGTAGGTGGCT CGTCTCCG CTC CGACCG G TC G GCAGCCCGUATGGATTTGACTTGGTC

AP A AN AN A WA e AR A AN M\MM\M{\W

1020 1070 1080 1100 1110
GGG CCG GCCT CATGTGCGAATGATGCCCATACTTG GCC‘ CCT CTTTGTTTT GGGCG CTGCCCTGCTGCGT CATCGTTGCTGCTGCGT C TCG'I'TGCTGCTCC TAACATC CATC

WA AP S A A A e M AN AN A A

1120 1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230 1240
GACCCACGGCGT AACGCCCTTGCTGCTTGGATGCCCAAGGGATAGGC GGTC CAGTCTTACAAGCCTG CGCCCCTGGUCCGTT CCACGCTGGGTTT GGG A GGGTTIGGGACC

AN PN BN NN A AN AN R M A AT AR AN AN VA AV A AAY




