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10 20 30 40 50 60 70 80 90 100 110 120
GTA TG G AGTOA\T G ACCATG CCTAGG GCCCAAGTTCACTT GGAGAT CAACAATG GCAATTTTCGTACTG CATCTTAATCATGCTAAGGAGGTTTTCTAATGAT CATGGG

M@(\r\w\w\f\mw MW A N\/\NW\/\M\/\ AW AR A A A A

150 160 170 180 210 220 230 240
TTC T GGTG G CTGTTC CCGGTGTTGTTCCGATCCTGGTTGAACTGGATGGTG TGTT CGGCC C TTCTCTGTTCGTGGTG GGTGAAGGT GAT GCAACCAACGGT C

A AN AN A AR AN A WM A AN A A AR A e A AV

250 260 270 280 290 300 310 320 330 340 350 360 370
TGACCCTG TTCATCTGCACTACCGGT CTGCCGGTTCCATGGC CGACT CTGGTGACTACCCTGACCTATGGTGTTCAGTGTTTTTCTCGTTACCCGGAT CACATGAAGCAGCATGATTTC

A ANWMMV\NW\MW\MMMWN\AN\WW\NWWW\WMMMN\AM AN AN A,

380
TTC TCTGC TGCCGG GGTT TGT CAGG GCGC cC TTTCTTTC G CG TGGC CCT C CCCGTGC G GGTT TTTG GGTG T CTCTGGTG CCGT TTG CT

f\/\/\ AN A WA MR A P AN AR P P AW /W\A MW AN A /\/\/

510 520 530 540 550 560 570 580 600 610
G GGC TTGATTTC GAGGACGGCAACATCCTGGGCCAC CTGGAATATAACTTCAACT CCCATAACGTTTACAT CACCG CAGAC C GAAGAACGGTATC GCTAACTTC

VAT A AP MR A WA AW WA A A A AR AN
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630 640 650 660 670 680 690 700 710 720 730 740
TTCGCCAT CGTTGAAGACGGTAGCGTACAGCTGGCGGACCACTACCAGCAG CACTCCGATCGGTGATGGTCCGGTTCTGCTGCCGGATAACCACTACCTGT CCACCCAGTCT CT

WA A VA A AR AN WA A A A AR AR S AN AP AN

750 760 770 780 790 800 810 820 830 840 830 860
GTCC GACCCG cG GCGCGACCACATGGTGCTGCTGGAGTTCGTITACTGCAGCAGGT ATCACGCACGG CATGGATGAACTCTAC TAAGAATTCGAGCTCGGTACCCGGGGAT

VA AR A WMAWMWWWM\AMWMW\WM\N\ AWV WA WA gy

870 880 890 900 910 930 940 950 960 970 980
CCTCTAGAGTCGACCTGCAGGCATGCAAGCTTGC GG CCGUCGTCGTG ACT GGG CCCTGGCG CTAGTCTTGGACTCCTGTTGATAGAT CCAGT AATGACCTCAGAATCCCATCTGGATTTG

A AN mmwwmmw P A P AN A AN N A A e AP oy

990 1030 1060 1070 1080 1090 1100 1110
ITTCAG CGCTCGGT GCCGCCCGGGCGTTTTTTT TTGGTG G TCC GCC CGCCCCTCTTT TACGAC GGG TTTGCACTTC GAGAGAATTTGCTTT A CCCTAAC TC

A ANAAAAMNAAA AN A AN L A A MR DA A AN A Y

1120 1130 1140 1150 1160 1170 1130 1190 1200 1210 1220 1230
CCGTATGCT TTITTCCAGC TGGGGGGGGATTTCATTTT CAATTCTGGCCAGTTT AAG TATTT GGC GATA G TTTT GIACGTTTT TTATTGTCTCGCC ACCC

AR ANAN GAMM NN M AN~ AR M AU G AL SNSRI




