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10 20 30 40 50 60 70 80 90 100 110 120
G GC TCTHT T TATTACGTG GCCGTGCT GGGGACCG ACGT TGACCAGCCTCGTAATCT GGCCAAGTCGGTGACTGT CGAGTAACGGGTAGT CAGGTGTTGAT CAACTTGTGGGCGGAC

@@W@Mﬁm&m PN AN PN A M AW A /\f\/\/\ﬂ/\N\/\/\/\/\I\/\/\/\/\ AWM vy

130 150 160 170 130 190 200 210 230 240
T GTCTT CTG C TAGATCT CTATGACAAT GTCTT CTAGACAGAATAGTTGT CTG TCAGTCCAGTT TGCTGTG GCATACTGGACTTTTGTTATGG

) N\MMA A A A A AR AR AP A AR A AN A AR e i A AR

260 270 280 290 300 310 320 330 340 350 360 370
CT GC CTCTTCATTTTCT GAAGT GC TTGCCCGTCGTATT GAGGGGUCGTGGCTGGATT CTCACCAAT CGCCCGGCGEGCAACCGAGCGTC TG AAL TCCAGATGGAG

AR AN A AN A e A AR A A A AR A oA e WA

380 390 400 410 420 430 440 430 460 490
TTCTGAGGTCATTACTGGAT CTAT CAACAGGAGTCCAAGACTAGT CGCCAGGGTTTTCCCAGT CACGACGCGGCCGCAAGCTTGCATGCCTGCAGGTCGACTCTAGAGGAT CCCCGGGTACCGAG

VA AR AN A A AN A W A AR A AR A A VAN A A M A

500 510 520 530 540 550 560 570 580 590 600 610 620
CTCGAATTCTTATTTGT AGAGTTCATCCATGCCGTGCGTGATACCTGCTGCAGTAACGAACT CCAGCAGCACCATGTGGTCGCGCTTTTCGTTCGGGTCTTT GGACAGTTTAGACTGGGTGGAC

WA AR A WA A M A A AN A A A A A A A A AWM A W VA
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630 640 650 660 670 680 690 700 710 720 730 740
GGTAGTGGTTATCCGGCAGCAG CCGGACCATCACCGATCGGAGTGTTCTGCTGGTAGTGGTCCGCCAGCTGTACGCTACCGTCTTCAACGTTATGGCGAATTTT GAAGTTAGCTTTG

A AN A MMMMMAWWMWWWV\WNWMNWV\WWN\A PPN ANV

770 780 800 810 820 830 840 830 860
GTT TATTCCAGTTTGTGGCCCAAGAAT GTTGCCGTCCTCTTTG TC ATGGCCTTTCAGTT CAATACGGT

750 760
TACCGTTCTTCTGTTTGTCT GCGGTGATGT CGTTATGGG TTG

A AR A A AP AL AP A A A A AN A A A AN MY

910 920 930 940 950 960 970 980
TGGTGCGCTCCTGTACATAACCTTCGGGC ATTGCAGAATTT GAAG TCATG

870 880 890 900
TCACCAGAGTATCACCTTC TTTA CCTCT GGCACCGGGTTTTTGTAGGTGCCATCGTCTTITG G

A&MAMMwWW/W/N@%%WWMMMMWMWW% A MWMW%MM\MW@MNWAfW\A/WM

1100

990 1010 1020 1030 1040 1050 1070
CTGCTTC TGTG TCC GGGTAACGAG CACTG CCCATAGGGTCAGGGTAGTCACCAG GTCGGCCTGGG CCGGCAGTTT CCGGT GGGCAG G TTTT AGGGGCAGTT

WA WA ANV AP A M AP A AN MM A A pd M g

1200 1210 1220 1230
GTTCTTCCCCTIATIT

1110 1120 1130 1140 1150 1160 1170 1180 1190
TTACCCGTITGGGT GCATCACCTTCACCTTCACACG C G TTGT GGGGCOGTT AACATCT CCATCCCGEGTTTT ACCCAGG ATCGG CCGGGTG

B A A T A A VA A el e N N AT A A N A Y G AT A N N AN et




