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10 20 30 40 50 60 70 80 90 100 110
T ACCT T G TGTA TGT GGTTTCAT TCAACAT GAACGGAGCGATTCATCAGGTTGGAT TCGCAACAGCATGGATTGCTGGTCCCTAGGG AGCAGG GGT GAGCGAGCGGAG

e o0 N AN AN AN A A AR AP AR A AN /\/W\M/\/W/\ /

120 130 140 150 160 170 180 190 200 210 220 230
ICAGGCG GOCTGGGACCATGGCAGGAGCCGATGAGACAGACCTCACCGGCTCCTGCGACAGCTTTAATTCTCTAGC GACAGT TTTAATTCTCT CCAGTTGT GT GGGC GGAC T G

\/\NW\ AN AR AN P e A AR A AR N A A A MW/\/WW\MA A

260 270 280 290 300 310 320 330 340
TTGGG CTGGG GGGGT GG TGGAGTTTTTAAGGATTATTTA GGGAAGAGT GAC TAGATGGGAACTGGGTGTAGCGTCGT AAGCTAATACG T TGAC T GTTT GG

W\N\J\/\Aﬁf\f\ﬂ/\f\z\/\/\ AW AN, MMMWAMMMAWWWMWMMM A WA

440
CT G TTTC CTT TCTGGTTTCT GGGCGGCGG TTTGTCCT CTC GG G GCGTTC CCG CAAACAACAGAT CG GGCCC GTCTTTCG CTG GCCTTTCGTTTT TTTG TG

e e

500 510 520 330 540 550 560 570 580 590 600 610
CCGACGTCCAATTTACCGAACAACT CCGCGGUCCGGEGAAGCCGATCTCGGCTTGAACGAATTGTTAGGT GGCGGTACTTGGGT CGATATC GTGCATCACTTCTTCCCGTATGCCCAACTTTG

WA P A AN AR AR AR PR AN AP PN A AR A ey
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620 630 640 650 660 670 680 690 700 710 720 730 740
TATAGAGAGCCACTGCGGGATCGTCACCGTAATCTGCTTGCACGTAGATCACAT GCACC GCGCGTTGGCCTCATGCTTGAGGAGATTGATGAGCGCGGTGGCAATGCCCTGCCTCCGGT

AN AP A A P A A A A R AN A A A A AR WA

750 760 770 780 790 800 810 820 830 840 850 860
GCTCTCCGGAGACT GCGAGATCATAGAT ATAGATCT CACTACGCGGCTGCTC CTTGGGCAGAACGTAAGCCGCGAGAGCGCCAACAACCGCTTCTTGGTCG GGCAGCAAGCGCGATG

AP AT P AR AN AN A A M APMARMA A M AR

870 880 890 900 910 920 930 940 950 960 970 980 990
TGTCTTACTACGGAGCAAGTTCCCGAGGTAATCGGAGTCCGGCTGATGTTGAIGAGT AGGTGGCTACGT CTCCGAACTCACGACCG GATCAAGAGCAGCCCGCATGGATTT GACTTGGTC

AR AR A AN e A AP P W PN A A A A

1030 1040 0 1090 1100 1110 1120
GG CCGAGCCTACATGTGCGAATGAT GCCCATACTT GAGCCACCTAACTTT GTTTTAGGGCGACTGCCCTGCTGCGTAACATCGTT GCTGCTGCGTAACAT CGTTGCT GCT CCATAACATC CATCG

e WA AN O A WA WA A A AN AN AR A Ay

1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230 1240
CO CGGCGT AACGCGC TTGCTGCTT GG ATGC CG AGGC AT AGGCTGTCC CCGTC TAACAAGCCATG CGGCCCTGGG CGTTT CCTCCATGCTITC GG CAAGGTT TGGACCCTTG

AN R AL AL AN AN PP VA A S o MNP AR AC Y NP e




