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10 20 30 40 50 60 70 80 90 100 110 120
GTT GTGCAA TTATGICTGIAITACGE G GGITTCATTCACATAAGAACGGAGCGATTCATCAGGTTGGATTCGCAACAGCATGG AT TGCTGGTCCCT AGGGAGCAGG GGTG AGCGAGCGGAG

o A AR AR s A PN A VA A A

130 140 150 160 170 130 150 200 210 220 230 240 250
TCAGGCG GGCTGGGACCATGGCAGGAGCCGATGAGACAGACCTCACCGGCTCCTGCGACAGCTTTAATTCTCTAGCGACAGTTTTAATTCTCT CCAGTTTGT GGGCGGAC TACT

oA A AR A AR AN e A AP N A AR A A A AR N i i

260 270 280 290 300 310 320 330 340 350 360 370
TGGGAACTGGGAGGGGT GG TGGAGTTTTT GATTGGTT GGACGATCCCCTTTAT CACGGCCACCTGATA GTACAGCAACTGCATCGGAATGGTGT C GGGATTGGC TAGTTTGG

Al el mmmmmwwmmmmwmmmw Ay

490 500
CT G TTTC CTT TCTGGTTGGCCTGC GGTCG GGCCGCGCG TTCG GCTCGGT CC TTT TC GGGTT TTGTCTC TG GCGG T C T TTTG TGT TTTAG T C

NUUWWNWNMMMMMNMMWMMWWWM/WMNWWMNUWUWNWWNWWWNUWMAﬂANW\NMNWA [

510 520 540 550 560 570 580 590 600 610 620
TAGGGGTTCCGCGCACATTTCCCCG GTGCCACCTGACGTCTAAG CCATTATTATCATGACATT CCTAT TAGGCGTATCACGAGGCCCTTTCGTCTTCACCTCGAG T

N PAPAMAA APV o A AR A AR AR AMA O WA A AWM AR A
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630 640 650 660 670 680 690 700 710 720 730 740
TTATCAAAAAGAGTGTTGACTTGTGAGCGGATAACAATGATACTTAGATTCAATTGTGAGCGGATAACAATTTCACACATCTAGAATTAAAGAGG AGAAATTAAGCATGCGTAAAGGAGAAG

750 760 770 780 790 800 810 820 830 840 850 860 870
AACTTTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGATGT TAATGGGCACAAATTTTCTGT CAGTGGAGAGGGTGAAGGTGATGCAACATACGGAAAACTTACCCTTAAATTTAT

/ A\

880 890 900 910 920 930 940 950 960 970 980 990 1000
TTGCACTACTGG AAAACTACCTGTTCCATGGCCAACACTTGTCACTACTTTCGGTTATGGTGTTCAATGCTTTGCG AGAT ACCCAGATCATATGAAACAGCATGACTTTTTCAAGAGTGCCATGCCC

) A ) ) A A /

1010 1020 1030 1040 1050 1060 1070 1080 1090 1100 1110 1120 1130
GAAGGTT ATGTACAGG AAAGAACTATATTTTT CAAAG ATGAC GGG AACT ACAAGACACGTGCTGAAGTC AAGTTTGAAGGTGAT ACCCTTGTT AATAGAATCGAGTT AAAAGGTAT GATTTT AAAGAAGAT

S N ) e NN W d A

1140 1150 1160 1170 1180 1190 1200 1210 1220 1230 1240 1250
GGAAAC TTCTTGGACCAAATT GGAA TACA CTATAACT CACAC AAGGTAT CC TIC TGGGC GACAAAAAAAAGAA GGGATICAAGTT ACTTCCAATTT GACCCACATTT GAAAGGAAACGTTCACTTGCG

AL PN et A A A LM Al LA et A




