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70 80 90 100 110 120

10 20 30 40 50 60
GCAATTTTCGTACTG CATCTTAATCATGCTAAGGAGGTTTTCTAATGAT CATGGG

C ™ TA TG G AGTATGACCWTG CCTAGGGCCCAAGTTCACTT GGAGAT CAACAATG

oA AP A A A A A A A AR A A WA WA A

200 210 220 230 240
TTCTCTGTTCGTGGTGAAGGT GAAGGTGATGCAACCAACGGT

130 140 150 160 170 180 190
TTCAT GOTGAAGAACTGTTCACCGGTGTTGTTCCGATCCTGGTTGAACT GGATGGTGAT GTTAACGGCCAC

A A ANV AAARAAMA A VA A AN AR A M A M AR

290 300 310 320 330 340 350 360 370

250 260 270 280
CTGACCCTG TTCATCTGCACTACCGGT CTGCCGGTTCCATGGCCGACTCTGGTGACTACCCTGACCTATGGT GTTCAGTGTTTTTCTCGTTACCCGGATCACATGAAGCAGCATGATTT

A A A A A WWWMMWMMWWWMAM AN

470
G CG TGGC CCT C CCCGTGC G GGTT TTTGAAGGT GAT CTCTGGTG CCGT TTG C

CTTC TCTGC TGCCGG GGTT TGT CAGG GCGC cC TTTCTTTC

\/\/\/\/\ R M /\/\J\K\N\AN\M MRV N\f\/\ PMAN W AN A /\

550 570 580 600 610
CTCCC TAACGTTTACATCACCGCAG C CAG GAACGGTATC GCT CTTC

510 520 530 540
TG GGCATTGATTTC GAGGACGGCAACATCCTGGGCCAC CTGGAATAT CTTC

AP AN A AR A AR A A A A A A AN A A A MR WAV
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720 730 740

630 640 650 660 670 680 690 700 710
CCACTACCTGTCCACCCAGTCT C

TTCGCCATAACGTTG GACGGT AGCGTACAGCTGGCGGACCACTACCAGCAGAACACTCCGATCGGTGATGGTCCGGTTCTGCTGCCGGAT

N\/W\/\A AN AN A AP A A A A AR ARAARA AWM N\J\AMNWV\M/\/\[\{\ A

850 860

760 770 780 790 800 810 820 830
TGTCC G CCCG cG GCGCGACCACATGGTGCTGCTGGAGTTCGTTACTGCAGCAGGTATCACGCACGGCATGG ATG CTCTAC T G TTCGAGCTCGGT ACCCGGGGE

ARV A/VW\M/\/VWWW\WWWMN\AN\WMWM AN AP WA A

870 880 890 900 910 930 940 950 960 970 980
TCCTCTAGAGTCGACCTGUAGGCATGCAAGCTTGCGGCCGCGTCGTGACT GGG CCCTGGUGACTAGTCTTGGACTCCTGTT GATAGAT CCAGT AATGACCT CAG TCCATTCTGGATTT

M AN AN A AN AP A p A AR W A AN A AN A AL g eay i

1050 1060 1070 1080 1090 110 1110
TTTGCACTTCAG GAAG TTTGCTTT TCCCT C G

990 1000 1040
GITCAG CGCTCGGTGCCGOCCGGGCGTTTTTTT TTGGTG GAATCCAGCCACGCCCCTCTTT TACGAC GGGC

LN A AP APARN A S NN 8 o A PN YN LA PPN PN

1190 1200 1210 1220 1230
TTTGTGTCGTTT TTATTGTCGCGC CC

1120 1130 1140 1150 1160 1170 1180
TCCCGTATGCTTITTTCCAG TGGG AGGGAATTT AGTTT CCAATCCGGCCCAGTTITAG CTAATTTGGC GTT C

WA AR o AN LR I SR N AT AN g RN M e




