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10 20 30 40 50 60 70 80 90 100 110 120
Cas TCTG T TATTACGTGG CCGTGCT GGGGACCGACGTTG ACCAGCCTCGTAATCTGGCCAAGTCGGTGACTGTCG AGTAACGGGTAGTCAGGTGTTGAT CAACTGGTGTGGGCGGAC

2%%%@%WWWMLWMMWWMMWMMWMMWMWMWUWWMMWMMMWMMWA

130 140 150 160 170 180 190 210 220 230 240
T GTCTT CTGAAC TAGAT CT CTATGACAAT GTCTT CTAGACAGAATAGTTGT CTG TCAGTCCAGTTAT GCTGTG GCATACTGGACTTTTGTTAT

A/MWNW&/%MLMMAANWMMNM\MW/MJWMMWMM\/WWNMWWN

250 260 270 290 300 310 320 340 350 370
GGCT GC CTCTTCATTTTCT GAAGT GC TTGCCCGTCGT TT GAGGGGCGTGGCTGGATTCT CACCAAT CGCCCGGCGGC CCGAGCGTTCTG C TCCAGATGG

D A L e R T L

380 90 420 430 440 450 460 470 480 490
GTTCTGAGGT CATTACTGGATCTAT CAACAGGAGTCCAAGACTAGT CGCCAGGGTTTTCCCAGTCACGACGCGGCCGCAAGCTTGCATGCCTGCAGGTCGACTCTAGAGGATCCCCGGGT ACCGAG

AN WA A AN A A A A AN A AN AR A AN M A N A

500 510 520 530 540 350 560 570 580 590 600 610 620
CTCGAATTCTTATTTGT AGAGTTCATCCATGCCGTGCGTGATACCT GCTGCAGT AACGAACTCCAGCAGCACCATGTGGTCGCGCTTTTCGTTCGGGTCTTTGGACAGTTTAGACTGGGTGGAC

WAV AN WA A A AP ANV W A A A P e A A AR AN A AN
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630 640 650 660 670 680 690 700 710 720 730 740
GGTAGTGGTTATCCGGCAGCAG CCGGACCATCACCGATCGGAGTGTTCTGCTGGTAGTGGTCCGCCAGCTGTACGCTACCGTCTTCAACGTT ATGGCG TTTTG GTTAGCTTTG

M AN A AN AR A AR AR WA AR A A A AR e AN AR A

750 760 770 780 790 800 810 820 830 840 850 860
TACCGTTCTTCTGTITGTCTGCGGTGATGT CGTTAT GGG TTG TTATATTTCCAGTTTGTGGCCCCAG GITTGCCGT CCTCTTTG TCATGGCCTTTCAGTT CAAT

A A AN A A A AR AN AN A MM A

870 880 890 900 910 920 930 940 950 960 970 980
CGGTTCACCAGAGTATCACCTTC TIT ACCTCTGGCACGEGGTTTTTGT AGGTGCCATCGTCTTITG G TGGTGCGCTCCTGTACAT CCTT CGGGCATTGCAGAATTTGAAG

PN s aemse e i A A A - AR A MR e AR A

1000 1010 1020 1030 1040 1050 1060 1070 1080 1090 1100
TC TGCTGCTTC TGT G AT CCGGGGT CGAG CACTG CCCATAGGGTCAGGGTAGTCACCAGAGTCGGCCA GGG CCGGCAGTTTACCGGT AGGGUCG G TT

AN A AN AN A Y M AN AL BN ML MR ML ARS e

1110 1120 1130 1140 1150 1160 1170 1180 1190 1200 1210 1220
TTCGGGGGCAGTTTT AC GCGTGEG TGG ATCACCCTTCACCTTCTOCACC CAAG GAATTTGGGGG C GGT CATCCCCCAT CCGGTTT CCAGG GG CCCCGEGEGE0




