Quantifying the LAMP1 positive puncta
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Tools required:
ImageJ/Fiji.
1. Cells of interest, with similar shapes and without saturation, were selected and single ROI were isolated. 
2. Auto threshold was applied to total stacks of the images.
3. Number of LAMP1 positive vesicles was estimated in each ROI by using “Analyze particle” in ImageJ/Fiji. 
4. The results were plotted by calculating the mean number of LAMP1 positive puncta per each cell.
