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request. Source Data and Reporting Summary for this article are also available as Supplementary Information.

Power analysis was employed to determine sample sizes. The number of animals in each group was further determined according to previous
studies cited in our manuscript. The size of each sample is in close agreement with those studies already published and with the need for
statistical analysis to discuss the degree of differences and measure the variability of these in vivo data.

No data were excluded from the analyses.

Data reported were consistently replicated across multiple experiments with all replicates generating similar results.

For in vivo animal experiments, mice were randomly allocated into each group. For in vitro cell-based experiments, all cells under well
controlled conditions were analyzed equally, therefore, no randomization was necessary.

Due to the proof-of-concept nature of this study, true blinding of experiments was not possible. However, data collection and analyses for
some experiments were conducted by separate individuals. In some cases, these collectors/analyzers were not aware which samples
corresponded to which experimental groups at the time of data collection and analysis.

IGROV1 cell line was obtained from Sigma-Aldrich, cat. no. SCC203

The cell line used in this study was verified by Sigma and regularly monitored to ensure there is no contamination from other
cell lines.

The cell line used in this study was free of mycoplasma contamination.

No commonly misidentified cell lines were used.

C57BL/6 mice (female, 6-8 weeks old) were purchased from Charles River Laboratories and maintained in the UTSW Animal Facility.
Mice were housed in a barrier facility with a 12 h light/dark cycle and maintained on standard chow (2916 Teklad Global). The
temperature range for the housing room is 68-79 ºF (average is around 72 ºF) and the humidity range is 30%-50% (average is around




