
Supplementary information

Proteome-wideanalysisofprotein lipidation
usingchemicalprobes: in-gelfluorescence
visualization, identificationand
quantificationofN-myristoylation,N- andS-
acylation,O-cholesterylation, S-
farnesylationandS-geranylgeranylation

In the format provided by the
authors and unedited12

34
56

78
9
0
()
:,;

12
34
56
78
90
()
:,;

https://doi.org/10.1038/s41596-021-00601-6



Supplementary information

Proteome-wideanalysisofprotein lipidation
usingchemicalprobes: in-gelfluorescence
visualization, identificationand
quantificationofN-myristoylation,N- andS-
acylation,O-cholesterylation, S-
farnesylationandS-geranylgeranylation

In the format provided by the
authors and unedited12

34
56

78
9
0
()
:,;

12
34
56
78
90
()
:,;

https://doi.org/10.1038/s41596-021-00601-6



Supplementary Information 
 
Proteome-wide analysis of protein lipidation using chemical probes: in-gel 
fluorescence visualisation, identification and quantification of N-myristoylation, N- and 
S-acylation, O-cholesterylation, S-farnesylation and S-geranylgeranylation  
 
Wouter W. Kallemeijn1,2, Thomas Lanyon-Hogg1,3, Nattawadee Panyain1,4, Andrea Goya 

Grocin1,2, Paulina T. Ciepla1,5, Julia Morales-Sanfrutos1,6 and Edward W. Tate1,2* 
 
Affiliations 
1Department of Chemistry, Imperial College London, Molecular Sciences Research Hub, 82 

Wood Lane, London W12 0BZ, United Kingdom. 
2The Francis Crick Institute, 1 Midland Road, London NW1 1AT, United Kingdom.  
3Current address: Department of Pharmacology, University of Oxford, Mansfield Road, Oxford 

OX1 3QR, United Kingdom. 
4Current address: Global Health Institute, Faculty of Life Sciences, Swiss Federal Institute of 

Technology Lausanne (EPFL), Station 19, 1015 Lausanne, Switzerland. 
5Current address: Institute of Chemical Sciences and Engineering (ISIC), Swiss Federal 

Institute of Technology Lausanne (EPFL), Station 6, 1015 Lausanne, Switzerland. 
6Current address: Proteomics Unit, Biotechnology Programme, Spanish National Cancer 

Research Centre (CNIO), 28029 Madrid, Spain. 

 

*Lead contact: correspondence to e.tate@imperial.ac.uk 

  



Supplementary Figure 1 
 

250 kDa
150
100
75

50

37

25

20

15

TAMRA

IB: TUBA

IB: ARL1

IB: HSP90

25

20

TAMRA

250 kDa
150

100

75

50

37

25

15

c d

IB: SHH

25

20

250 kDa
150
100
75

50

37

25

20

15

TAMRA

CBB

a

250 kDa
150
100
75

50

37

25

20

15

250 kDa
150
100
75

50

37

25

20

15

TAMRA

CBB

b

250 kDa
150
100
75

50

37

25

20

15

20

250 kDa
150
100

75

50

37

15

25

20

250 kDa
150
100
75

50

37

15

75
50
37

15

25

20

75
50

37

15

Cy5

*

Cy5

Cy5 Cy5

Cy5

Cy5

* * * * *

* * * *

*

*

*

*

250 kDa

250 kDa



Supplementary Figure 1. Raw images used for Figure 3a-d. 
a. Raw images used for Figure 5a. 

b. Raw images used for Figure 6a. 

c. Raw images used for Figure 6b. 

d. Raw images used for Figure 6c. 

 

  



Supplementary Figure 2 
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Supplementary Figure 2. Raw images used for Figure 3e-h 

a. Raw images used for Figure 5e. 

b. Raw images used for Figure 3f. 
c. Raw images used for Figure 3g. 

d. Raw images used for Figure 3h. 
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