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Supplementary Figure 1
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Supplementary Figure 1. Raw images used for Figure 3a-d.
a. Raw images used for Figure 5a.

b. Raw images used for Figure 6a.
c. Raw images used for Figure 6b.
d

Raw images used for Figure 6c.
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TAMRA  Cy5 b TAMRA
* *
: 250 kDa
250 kDa s
| = 12 150
100 100
w 75 ¢ 75
i [Ep—
- 50 T LR EY
- 37 - 37
I 25
-
g 20
- 20
15
.
B 15 ™
: CBB
P *
' 250 kDa
- 150
IB:SHH  Cy5 g 100
* .
250 kDa
100
50
S 37
. ’ 25 - ! 20
-
- 20

v o @

» 10

IB: TUBA Cy5
*

250 kDa
150
100

75

50

37

TAMRA
250 kDa
150
100
75
= 50
—
37

250 kDa
150

100
75

50
| 37

25
20

d TAMRA Cy5
*

IB: ARL1 Cy5
*
e 37

- 25
w20

15

IB: HSP90 Cy5
*

250
150
100
75

wen o

37

TAMRA Cy5
*

NP4

IB: ARL1 Cy5
*
o 37

- 25
- 20

15

I1B: HSP90 Cy5
%

il 250
150
100
75
50

TAMRA Cy5
*

Mot ik

| 250 kDa
150
100
|75
50
kY

]
il
‘125

20

i

IB: ARL1 Cy5
*
- 37
W a5
e 20
" 15
-

IB: HSP90 Cy5
*
250

150
100
75

W 50



Supplementary Figure 2. Raw images used for Figure 3e-h

a.
b.
c.
d.

Raw images used for Figure 5e.
Raw images used for Figure 3f.
Raw images used for Figure 3g.

Raw images used for Figure 3h.
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