
Supplementary information

Aplate-based single-cellATAC-seqworkflow
for fast and robustprofilingof chromatin
accessibility

In the format provided by the
authors and unedited

12
34

56
78

9
0
()
:,;

12
34
56
78
90
()
:,;

https://doi.org/10.1038/s41596-021-00583-5



Illumina_P7,CAAGCAGAAGACGGCATACGAGAT 
scATAC_s5_short,TCGTCGGCAGCGTC 
scATAC_i5_01,AATGATACGGCGACCACCGAGATCTACACCTCTCTATTCGTCGGCAGCGTC 
scATAC_i5_02,AATGATACGGCGACCACCGAGATCTACACTATCCTCTTCGTCGGCAGCGTC 
scATAC_i5_03,AATGATACGGCGACCACCGAGATCTACACGTAAGGAGTCGTCGGCAGCGTC 
scATAC_i5_04,AATGATACGGCGACCACCGAGATCTACACACTGCATATCGTCGGCAGCGTC 
scATAC_i7_001,CAAGCAGAAGACGGCATACGAGATAGTAAACCGTCTCGTGGGCTCGG 
scATAC_i7_002,CAAGCAGAAGACGGCATACGAGATCCGTTTAGGTCTCGTGGGCTCGG 
scATAC_i7_003,CAAGCAGAAGACGGCATACGAGATGACGCCGAGTCTCGTGGGCTCGG 
scATAC_i7_004,CAAGCAGAAGACGGCATACGAGATTTACGGTTGTCTCGTGGGCTCGG 
scATAC_i7_005,CAAGCAGAAGACGGCATACGAGATTCATGAAAGTCTCGTGGGCTCGG 
scATAC_i7_006,CAAGCAGAAGACGGCATACGAGATAGGGACGTGTCTCGTGGGCTCGG 
scATAC_i7_007,CAAGCAGAAGACGGCATACGAGATCACATGCGGTCTCGTGGGCTCGG 
scATAC_i7_008,CAAGCAGAAGACGGCATACGAGATGTTCCTTCGTCTCGTGGGCTCGG 
scATAC_i7_009,CAAGCAGAAGACGGCATACGAGATCAGTACTGGTCTCGTGGGCTCGG 
scATAC_i7_010,CAAGCAGAAGACGGCATACGAGATAGACTACTGTCTCGTGGGCTCGG 
scATAC_i7_011,CAAGCAGAAGACGGCATACGAGATTCTACTGCGTCTCGTGGGCTCGG 
scATAC_i7_012,CAAGCAGAAGACGGCATACGAGATGTCGGGAAGTCTCGTGGGCTCGG 
scATAC_i7_013,CAAGCAGAAGACGGCATACGAGATGAATCATAGTCTCGTGGGCTCGG 
scATAC_i7_014,CAAGCAGAAGACGGCATACGAGATACTGTGGGGTCTCGTGGGCTCGG 
scATAC_i7_015,CAAGCAGAAGACGGCATACGAGATTTCAGCATGTCTCGTGGGCTCGG 
scATAC_i7_016,CAAGCAGAAGACGGCATACGAGATCGGCATCCGTCTCGTGGGCTCGG 
scATAC_i7_017,CAAGCAGAAGACGGCATACGAGATTCACCTAGGTCTCGTGGGCTCGG 
scATAC_i7_018,CAAGCAGAAGACGGCATACGAGATCTGAACGAGTCTCGTGGGCTCGG 
scATAC_i7_019,CAAGCAGAAGACGGCATACGAGATAATTGGCTGTCTCGTGGGCTCGG 
scATAC_i7_020,CAAGCAGAAGACGGCATACGAGATGGCGTATCGTCTCGTGGGCTCGG 
scATAC_i7_021,CAAGCAGAAGACGGCATACGAGATACATAGCGGTCTCGTGGGCTCGG 
scATAC_i7_022,CAAGCAGAAGACGGCATACGAGATTGGACAGCGTCTCGTGGGCTCGG 
scATAC_i7_023,CAAGCAGAAGACGGCATACGAGATGATCTCAAGTCTCGTGGGCTCGG 
scATAC_i7_024,CAAGCAGAAGACGGCATACGAGATCTCGGTTTGTCTCGTGGGCTCGG 
scATAC_i7_025,CAAGCAGAAGACGGCATACGAGATACCTCTGTGTCTCGTGGGCTCGG 
scATAC_i7_026,CAAGCAGAAGACGGCATACGAGATCAACTATAGTCTCGTGGGCTCGG 
scATAC_i7_027,CAAGCAGAAGACGGCATACGAGATTGGGACCGGTCTCGTGGGCTCGG 
scATAC_i7_028,CAAGCAGAAGACGGCATACGAGATGTTAGGACGTCTCGTGGGCTCGG 
scATAC_i7_029,CAAGCAGAAGACGGCATACGAGATGGAGATGCGTCTCGTGGGCTCGG 
scATAC_i7_030,CAAGCAGAAGACGGCATACGAGATACCTTACAGTCTCGTGGGCTCGG 
scATAC_i7_031,CAAGCAGAAGACGGCATACGAGATCATCGCAGGTCTCGTGGGCTCGG 
scATAC_i7_032,CAAGCAGAAGACGGCATACGAGATTTGACGTTGTCTCGTGGGCTCGG 
scATAC_i7_033,CAAGCAGAAGACGGCATACGAGATCTTTAAGAGTCTCGTGGGCTCGG 
scATAC_i7_034,CAAGCAGAAGACGGCATACGAGATGAGCCTCGGTCTCGTGGGCTCGG 
scATAC_i7_035,CAAGCAGAAGACGGCATACGAGATAGAAGGACGTCTCGTGGGCTCGG 
scATAC_i7_036,CAAGCAGAAGACGGCATACGAGATTCCGTCTTGTCTCGTGGGCTCGG 
scATAC_i7_037,CAAGCAGAAGACGGCATACGAGATAGGGTTTCGTCTCGTGGGCTCGG 
scATAC_i7_038,CAAGCAGAAGACGGCATACGAGATGACAGAAAGTCTCGTGGGCTCGG 
scATAC_i7_039,CAAGCAGAAGACGGCATACGAGATTCACACGGGTCTCGTGGGCTCGG 
scATAC_i7_040,CAAGCAGAAGACGGCATACGAGATCTTTCGCTGTCTCGTGGGCTCGG 
scATAC_i7_041,CAAGCAGAAGACGGCATACGAGATGACCGGACGTCTCGTGGGCTCGG 
scATAC_i7_042,CAAGCAGAAGACGGCATACGAGATATGATCTTGTCTCGTGGGCTCGG 
scATAC_i7_043,CAAGCAGAAGACGGCATACGAGATCCTTCAGGGTCTCGTGGGCTCGG 
scATAC_i7_044,CAAGCAGAAGACGGCATACGAGATTGAGATCAGTCTCGTGGGCTCGG 
scATAC_i7_045,CAAGCAGAAGACGGCATACGAGATGTTCCACTGTCTCGTGGGCTCGG 
scATAC_i7_046,CAAGCAGAAGACGGCATACGAGATAAGGAGACGTCTCGTGGGCTCGG 
scATAC_i7_047,CAAGCAGAAGACGGCATACGAGATTGATGTGAGTCTCGTGGGCTCGG 
scATAC_i7_048,CAAGCAGAAGACGGCATACGAGATCCCATCTGGTCTCGTGGGCTCGG 
scATAC_i7_049,CAAGCAGAAGACGGCATACGAGATAAGATTACGTCTCGTGGGCTCGG 
scATAC_i7_050,CAAGCAGAAGACGGCATACGAGATCTTCCGGAGTCTCGTGGGCTCGG 



scATAC_i7_051,CAAGCAGAAGACGGCATACGAGATGCCGAACTGTCTCGTGGGCTCGG 
scATAC_i7_052,CAAGCAGAAGACGGCATACGAGATTGATGCTGGTCTCGTGGGCTCGG 
scATAC_i7_053,CAAGCAGAAGACGGCATACGAGATGAAGAGTAGTCTCGTGGGCTCGG 
scATAC_i7_054,CAAGCAGAAGACGGCATACGAGATCGCACAGGGTCTCGTGGGCTCGG 
scATAC_i7_055,CAAGCAGAAGACGGCATACGAGATACGTGTCCGTCTCGTGGGCTCGG 
scATAC_i7_056,CAAGCAGAAGACGGCATACGAGATTTTCTCATGTCTCGTGGGCTCGG 
scATAC_i7_057,CAAGCAGAAGACGGCATACGAGATTAATACACGTCTCGTGGGCTCGG 
scATAC_i7_058,CAAGCAGAAGACGGCATACGAGATCCCGCACAGTCTCGTGGGCTCGG 
scATAC_i7_059,CAAGCAGAAGACGGCATACGAGATGTTATGGTGTCTCGTGGGCTCGG 
scATAC_i7_060,CAAGCAGAAGACGGCATACGAGATAGGCGTTGGTCTCGTGGGCTCGG 
scATAC_i7_061,CAAGCAGAAGACGGCATACGAGATTATGAAGTGTCTCGTGGGCTCGG 
scATAC_i7_062,CAAGCAGAAGACGGCATACGAGATGTCATCTCGTCTCGTGGGCTCGG 
scATAC_i7_063,CAAGCAGAAGACGGCATACGAGATCCACGGCAGTCTCGTGGGCTCGG 
scATAC_i7_064,CAAGCAGAAGACGGCATACGAGATAGGTCTAGGTCTCGTGGGCTCGG 
scATAC_i7_065,CAAGCAGAAGACGGCATACGAGATCCATTATTGTCTCGTGGGCTCGG 
scATAC_i7_066,CAAGCAGAAGACGGCATACGAGATTGCCCTGGGTCTCGTGGGCTCGG 
scATAC_i7_067,CAAGCAGAAGACGGCATACGAGATATGAGGCAGTCTCGTGGGCTCGG 
scATAC_i7_068,CAAGCAGAAGACGGCATACGAGATGATGACACGTCTCGTGGGCTCGG 
scATAC_i7_069,CAAGCAGAAGACGGCATACGAGATGATTAACGGTCTCGTGGGCTCGG 
scATAC_i7_070,CAAGCAGAAGACGGCATACGAGATAGCGTGGCGTCTCGTGGGCTCGG 
scATAC_i7_071,CAAGCAGAAGACGGCATACGAGATCTGAGTAAGTCTCGTGGGCTCGG 
scATAC_i7_072,CAAGCAGAAGACGGCATACGAGATTCACCCTTGTCTCGTGGGCTCGG 
scATAC_i7_073,CAAGCAGAAGACGGCATACGAGATTGAGGTTTGTCTCGTGGGCTCGG 
scATAC_i7_074,CAAGCAGAAGACGGCATACGAGATACCAAGGCGTCTCGTGGGCTCGG 
scATAC_i7_075,CAAGCAGAAGACGGCATACGAGATGAGTCCAGGTCTCGTGGGCTCGG 
scATAC_i7_076,CAAGCAGAAGACGGCATACGAGATCTTCTACAGTCTCGTGGGCTCGG 
scATAC_i7_077,CAAGCAGAAGACGGCATACGAGATAGCACTTTGTCTCGTGGGCTCGG 
scATAC_i7_078,CAAGCAGAAGACGGCATACGAGATCAGGTAGCGTCTCGTGGGCTCGG 
scATAC_i7_079,CAAGCAGAAGACGGCATACGAGATTTACAGCAGTCTCGTGGGCTCGG 
scATAC_i7_080,CAAGCAGAAGACGGCATACGAGATGCTTGCAGGTCTCGTGGGCTCGG 
scATAC_i7_081,CAAGCAGAAGACGGCATACGAGATAGTTACAGGTCTCGTGGGCTCGG 
scATAC_i7_082,CAAGCAGAAGACGGCATACGAGATTCGCTAGAGTCTCGTGGGCTCGG 
scATAC_i7_083,CAAGCAGAAGACGGCATACGAGATCACACTCTGTCTCGTGGGCTCGG 
scATAC_i7_084,CAAGCAGAAGACGGCATACGAGATGTAGGGTCGTCTCGTGGGCTCGG 
scATAC_i7_085,CAAGCAGAAGACGGCATACGAGATCATACGGTGTCTCGTGGGCTCGG 
scATAC_i7_086,CAAGCAGAAGACGGCATACGAGATATCTAATCGTCTCGTGGGCTCGG 
scATAC_i7_087,CAAGCAGAAGACGGCATACGAGATTCAGTCAGGTCTCGTGGGCTCGG 
scATAC_i7_088,CAAGCAGAAGACGGCATACGAGATGGGCGTCAGTCTCGTGGGCTCGG 
scATAC_i7_089,CAAGCAGAAGACGGCATACGAGATTGAGGAACGTCTCGTGGGCTCGG 
scATAC_i7_090,CAAGCAGAAGACGGCATACGAGATGCGTACCTGTCTCGTGGGCTCGG 
scATAC_i7_091,CAAGCAGAAGACGGCATACGAGATCATACTTAGTCTCGTGGGCTCGG 
scATAC_i7_092,CAAGCAGAAGACGGCATACGAGATATCCTGGGGTCTCGTGGGCTCGG 
scATAC_i7_093,CAAGCAGAAGACGGCATACGAGATTGGTGGTAGTCTCGTGGGCTCGG 
scATAC_i7_094,CAAGCAGAAGACGGCATACGAGATAAACTTAGGTCTCGTGGGCTCGG 
scATAC_i7_095,CAAGCAGAAGACGGCATACGAGATCTTGACCCGTCTCGTGGGCTCGG 
scATAC_i7_096,CAAGCAGAAGACGGCATACGAGATGCCACAGTGTCTCGTGGGCTCGG 
scATAC_i7_097,CAAGCAGAAGACGGCATACGAGATATAAGTGGGTCTCGTGGGCTCGG 
scATAC_i7_098,CAAGCAGAAGACGGCATACGAGATCGCCAGTTGTCTCGTGGGCTCGG 
scATAC_i7_099,CAAGCAGAAGACGGCATACGAGATTATGCCAAGTCTCGTGGGCTCGG 
scATAC_i7_100,CAAGCAGAAGACGGCATACGAGATGCGTTACCGTCTCGTGGGCTCGG 
scATAC_i7_101,CAAGCAGAAGACGGCATACGAGATGGTCTAGGGTCTCGTGGGCTCGG 
scATAC_i7_102,CAAGCAGAAGACGGCATACGAGATACAGAGATGTCTCGTGGGCTCGG 
scATAC_i7_103,CAAGCAGAAGACGGCATACGAGATTAGAGCTAGTCTCGTGGGCTCGG 
scATAC_i7_104,CAAGCAGAAGACGGCATACGAGATCTCTCTCCGTCTCGTGGGCTCGG 
scATAC_i7_105,CAAGCAGAAGACGGCATACGAGATACGGCTGAGTCTCGTGGGCTCGG 
scATAC_i7_106,CAAGCAGAAGACGGCATACGAGATGGCCTCTGGTCTCGTGGGCTCGG 



scATAC_i7_107,CAAGCAGAAGACGGCATACGAGATTATTGACCGTCTCGTGGGCTCGG 
scATAC_i7_108,CAAGCAGAAGACGGCATACGAGATCTAAAGATGTCTCGTGGGCTCGG 
scATAC_i7_109,CAAGCAGAAGACGGCATACGAGATTGAATTGTGTCTCGTGGGCTCGG 
scATAC_i7_110,CAAGCAGAAGACGGCATACGAGATGCTGCGCAGTCTCGTGGGCTCGG 
scATAC_i7_111,CAAGCAGAAGACGGCATACGAGATAAGTGATGGTCTCGTGGGCTCGG 
scATAC_i7_112,CAAGCAGAAGACGGCATACGAGATCTCCACACGTCTCGTGGGCTCGG 
scATAC_i7_113,CAAGCAGAAGACGGCATACGAGATTCAAGTCGGTCTCGTGGGCTCGG 
scATAC_i7_114,CAAGCAGAAGACGGCATACGAGATAGTCTGTAGTCTCGTGGGCTCGG 
scATAC_i7_115,CAAGCAGAAGACGGCATACGAGATCACGCAATGTCTCGTGGGCTCGG 
scATAC_i7_116,CAAGCAGAAGACGGCATACGAGATGTGTACGCGTCTCGTGGGCTCGG 
scATAC_i7_117,CAAGCAGAAGACGGCATACGAGATGAAGTAATGTCTCGTGGGCTCGG 
scATAC_i7_118,CAAGCAGAAGACGGCATACGAGATAGTTCGCAGTCTCGTGGGCTCGG 
scATAC_i7_119,CAAGCAGAAGACGGCATACGAGATCCGAATGCGTCTCGTGGGCTCGG 
scATAC_i7_120,CAAGCAGAAGACGGCATACGAGATTTCCGCTGGTCTCGTGGGCTCGG 
scATAC_i7_121,CAAGCAGAAGACGGCATACGAGATCGAGAGACGTCTCGTGGGCTCGG 
scATAC_i7_122,CAAGCAGAAGACGGCATACGAGATGAGAGATTGTCTCGTGGGCTCGG 
scATAC_i7_123,CAAGCAGAAGACGGCATACGAGATTCCCTCCGGTCTCGTGGGCTCGG 
scATAC_i7_124,CAAGCAGAAGACGGCATACGAGATATTTCTGAGTCTCGTGGGCTCGG 
scATAC_i7_125,CAAGCAGAAGACGGCATACGAGATTTCTCAACGTCTCGTGGGCTCGG 
scATAC_i7_126,CAAGCAGAAGACGGCATACGAGATCCAGATCTGTCTCGTGGGCTCGG 
scATAC_i7_127,CAAGCAGAAGACGGCATACGAGATAGTATCGAGTCTCGTGGGCTCGG 
scATAC_i7_128,CAAGCAGAAGACGGCATACGAGATGAGCGGTGGTCTCGTGGGCTCGG 
scATAC_i7_129,CAAGCAGAAGACGGCATACGAGATTTCTGCGCGTCTCGTGGGCTCGG 
scATAC_i7_130,CAAGCAGAAGACGGCATACGAGATGGTAAGATGTCTCGTGGGCTCGG 
scATAC_i7_131,CAAGCAGAAGACGGCATACGAGATACACCATAGTCTCGTGGGCTCGG 
scATAC_i7_132,CAAGCAGAAGACGGCATACGAGATCAGGTTCGGTCTCGTGGGCTCGG 
scATAC_i7_133,CAAGCAGAAGACGGCATACGAGATCACTGAGAGTCTCGTGGGCTCGG 
scATAC_i7_134,CAAGCAGAAGACGGCATACGAGATATAGTCTCGTCTCGTGGGCTCGG 
scATAC_i7_135,CAAGCAGAAGACGGCATACGAGATGCTAAGCGGTCTCGTGGGCTCGG 
scATAC_i7_136,CAAGCAGAAGACGGCATACGAGATTGGCCTATGTCTCGTGGGCTCGG 
scATAC_i7_137,CAAGCAGAAGACGGCATACGAGATAGATCCTCGTCTCGTGGGCTCGG 
scATAC_i7_138,CAAGCAGAAGACGGCATACGAGATTATGGTCTGTCTCGTGGGCTCGG 
scATAC_i7_139,CAAGCAGAAGACGGCATACGAGATGCGCAGGAGTCTCGTGGGCTCGG 
scATAC_i7_140,CAAGCAGAAGACGGCATACGAGATCTCATAAGGTCTCGTGGGCTCGG 
scATAC_i7_141,CAAGCAGAAGACGGCATACGAGATAAACGAGAGTCTCGTGGGCTCGG 
scATAC_i7_142,CAAGCAGAAGACGGCATACGAGATCGCTAGCCGTCTCGTGGGCTCGG 
scATAC_i7_143,CAAGCAGAAGACGGCATACGAGATGCGGTCATGTCTCGTGGGCTCGG 
scATAC_i7_144,CAAGCAGAAGACGGCATACGAGATTTTACTTGGTCTCGTGGGCTCGG 
scATAC_i7_145,CAAGCAGAAGACGGCATACGAGATTCCGAGTGGTCTCGTGGGCTCGG 
scATAC_i7_146,CAAGCAGAAGACGGCATACGAGATAATTCAGCGTCTCGTGGGCTCGG 
scATAC_i7_147,CAAGCAGAAGACGGCATACGAGATGTACTTCAGTCTCGTGGGCTCGG 
scATAC_i7_148,CAAGCAGAAGACGGCATACGAGATCGGAGCATGTCTCGTGGGCTCGG 
scATAC_i7_149,CAAGCAGAAGACGGCATACGAGATCCTTGTTAGTCTCGTGGGCTCGG 
scATAC_i7_150,CAAGCAGAAGACGGCATACGAGATGAGGAACCGTCTCGTGGGCTCGG 
scATAC_i7_151,CAAGCAGAAGACGGCATACGAGATTGCATGATGTCTCGTGGGCTCGG 
scATAC_i7_152,CAAGCAGAAGACGGCATACGAGATATACCCGGGTCTCGTGGGCTCGG 
scATAC_i7_153,CAAGCAGAAGACGGCATACGAGATAGTAATGTGTCTCGTGGGCTCGG 
scATAC_i7_154,CAAGCAGAAGACGGCATACGAGATTACCCAAAGTCTCGTGGGCTCGG 
scATAC_i7_155,CAAGCAGAAGACGGCATACGAGATGTGGGCTGGTCTCGTGGGCTCGG 
scATAC_i7_156,CAAGCAGAAGACGGCATACGAGATCCATTGCCGTCTCGTGGGCTCGG 
scATAC_i7_157,CAAGCAGAAGACGGCATACGAGATTGTTAGGGGTCTCGTGGGCTCGG 
scATAC_i7_158,CAAGCAGAAGACGGCATACGAGATATCGGAATGTCTCGTGGGCTCGG 
scATAC_i7_159,CAAGCAGAAGACGGCATACGAGATGCAATCCAGTCTCGTGGGCTCGG 
scATAC_i7_160,CAAGCAGAAGACGGCATACGAGATCAGCCTTCGTCTCGTGGGCTCGG 
scATAC_i7_161,CAAGCAGAAGACGGCATACGAGATGTGACGAGGTCTCGTGGGCTCGG 
scATAC_i7_162,CAAGCAGAAGACGGCATACGAGATTGCTGATCGTCTCGTGGGCTCGG 



scATAC_i7_163,CAAGCAGAAGACGGCATACGAGATCCTGTTGTGTCTCGTGGGCTCGG 
scATAC_i7_164,CAAGCAGAAGACGGCATACGAGATAAACACCAGTCTCGTGGGCTCGG 
scATAC_i7_165,CAAGCAGAAGACGGCATACGAGATATCGCATGGTCTCGTGGGCTCGG 
scATAC_i7_166,CAAGCAGAAGACGGCATACGAGATGAATATCAGTCTCGTGGGCTCGG 
scATAC_i7_167,CAAGCAGAAGACGGCATACGAGATTCGATCACGTCTCGTGGGCTCGG 
scATAC_i7_168,CAAGCAGAAGACGGCATACGAGATCGTCGGGTGTCTCGTGGGCTCGG 
scATAC_i7_169,CAAGCAGAAGACGGCATACGAGATTAGCAAATGTCTCGTGGGCTCGG 
scATAC_i7_170,CAAGCAGAAGACGGCATACGAGATGGTGTCTAGTCTCGTGGGCTCGG 
scATAC_i7_171,CAAGCAGAAGACGGCATACGAGATCCCTGTGGGTCTCGTGGGCTCGG 
scATAC_i7_172,CAAGCAGAAGACGGCATACGAGATATAACGCCGTCTCGTGGGCTCGG 
scATAC_i7_173,CAAGCAGAAGACGGCATACGAGATTTTGTTGCGTCTCGTGGGCTCGG 
scATAC_i7_174,CAAGCAGAAGACGGCATACGAGATGACAACTAGTCTCGTGGGCTCGG 
scATAC_i7_175,CAAGCAGAAGACGGCATACGAGATCGATGGCGGTCTCGTGGGCTCGG 
scATAC_i7_176,CAAGCAGAAGACGGCATACGAGATACGCCAATGTCTCGTGGGCTCGG 
scATAC_i7_177,CAAGCAGAAGACGGCATACGAGATCATCTCCTGTCTCGTGGGCTCGG 
scATAC_i7_178,CAAGCAGAAGACGGCATACGAGATACCACATCGTCTCGTGGGCTCGG 
scATAC_i7_179,CAAGCAGAAGACGGCATACGAGATGGATGTAGGTCTCGTGGGCTCGG 
scATAC_i7_180,CAAGCAGAAGACGGCATACGAGATTTGGAGGAGTCTCGTGGGCTCGG 
scATAC_i7_181,CAAGCAGAAGACGGCATACGAGATGGGTATTGGTCTCGTGGGCTCGG 
scATAC_i7_182,CAAGCAGAAGACGGCATACGAGATCATAGACAGTCTCGTGGGCTCGG 
scATAC_i7_183,CAAGCAGAAGACGGCATACGAGATTTCGTGGTGTCTCGTGGGCTCGG 
scATAC_i7_184,CAAGCAGAAGACGGCATACGAGATACACCCACGTCTCGTGGGCTCGG 
scATAC_i7_185,CAAGCAGAAGACGGCATACGAGATCCGCAAAGGTCTCGTGGGCTCGG 
scATAC_i7_186,CAAGCAGAAGACGGCATACGAGATTTTGTGCAGTCTCGTGGGCTCGG 
scATAC_i7_187,CAAGCAGAAGACGGCATACGAGATGACTGCTTGTCTCGTGGGCTCGG 
scATAC_i7_188,CAAGCAGAAGACGGCATACGAGATAGAACTGCGTCTCGTGGGCTCGG 
scATAC_i7_189,CAAGCAGAAGACGGCATACGAGATCATTGTGCGTCTCGTGGGCTCGG 
scATAC_i7_190,CAAGCAGAAGACGGCATACGAGATGTACCAAGGTCTCGTGGGCTCGG 
scATAC_i7_191,CAAGCAGAAGACGGCATACGAGATACGGTGCAGTCTCGTGGGCTCGG 
scATAC_i7_192,CAAGCAGAAGACGGCATACGAGATTGCAACTTGTCTCGTGGGCTCGG 
scATAC_i7_193,CAAGCAGAAGACGGCATACGAGATGTTTACCAGTCTCGTGGGCTCGG 
scATAC_i7_194,CAAGCAGAAGACGGCATACGAGATACCCTTTCGTCTCGTGGGCTCGG 
scATAC_i7_195,CAAGCAGAAGACGGCATACGAGATCGAGCAGTGTCTCGTGGGCTCGG 
scATAC_i7_196,CAAGCAGAAGACGGCATACGAGATTAGAGGAGGTCTCGTGGGCTCGG 
scATAC_i7_197,CAAGCAGAAGACGGCATACGAGATGGTACCACGTCTCGTGGGCTCGG 
scATAC_i7_198,CAAGCAGAAGACGGCATACGAGATCTATAGTAGTCTCGTGGGCTCGG 
scATAC_i7_199,CAAGCAGAAGACGGCATACGAGATTACCTTGTGTCTCGTGGGCTCGG 
scATAC_i7_200,CAAGCAGAAGACGGCATACGAGATACGGGACGGTCTCGTGGGCTCGG 
scATAC_i7_201,CAAGCAGAAGACGGCATACGAGATCAATACCTGTCTCGTGGGCTCGG 
scATAC_i7_202,CAAGCAGAAGACGGCATACGAGATACTAGGAGGTCTCGTGGGCTCGG 
scATAC_i7_203,CAAGCAGAAGACGGCATACGAGATGGCCTTGAGTCTCGTGGGCTCGG 
scATAC_i7_204,CAAGCAGAAGACGGCATACGAGATTTGGCATCGTCTCGTGGGCTCGG 
scATAC_i7_205,CAAGCAGAAGACGGCATACGAGATAGGGCGAAGTCTCGTGGGCTCGG 
scATAC_i7_206,CAAGCAGAAGACGGCATACGAGATGCCCATCCGTCTCGTGGGCTCGG 
scATAC_i7_207,CAAGCAGAAGACGGCATACGAGATCATTGATTGTCTCGTGGGCTCGG 
scATAC_i7_208,CAAGCAGAAGACGGCATACGAGATTTAATCGGGTCTCGTGGGCTCGG 
scATAC_i7_209,CAAGCAGAAGACGGCATACGAGATCGCTAATGGTCTCGTGGGCTCGG 
scATAC_i7_210,CAAGCAGAAGACGGCATACGAGATTCAGCGAAGTCTCGTGGGCTCGG 
scATAC_i7_211,CAAGCAGAAGACGGCATACGAGATATTCTTGTGTCTCGTGGGCTCGG 
scATAC_i7_212,CAAGCAGAAGACGGCATACGAGATGAGAGCCCGTCTCGTGGGCTCGG 
scATAC_i7_213,CAAGCAGAAGACGGCATACGAGATAGCCGCAGGTCTCGTGGGCTCGG 
scATAC_i7_214,CAAGCAGAAGACGGCATACGAGATTTTGAGTCGTCTCGTGGGCTCGG 
scATAC_i7_215,CAAGCAGAAGACGGCATACGAGATGAGTTTCTGTCTCGTGGGCTCGG 
scATAC_i7_216,CAAGCAGAAGACGGCATACGAGATCCAACAGAGTCTCGTGGGCTCGG 
scATAC_i7_217,CAAGCAGAAGACGGCATACGAGATAAGGCGTGGTCTCGTGGGCTCGG 
scATAC_i7_218,CAAGCAGAAGACGGCATACGAGATCTATATACGTCTCGTGGGCTCGG 



scATAC_i7_219,CAAGCAGAAGACGGCATACGAGATGCCCGAGAGTCTCGTGGGCTCGG 
scATAC_i7_220,CAAGCAGAAGACGGCATACGAGATTGTATCCTGTCTCGTGGGCTCGG 
scATAC_i7_221,CAAGCAGAAGACGGCATACGAGATGTAACTATGTCTCGTGGGCTCGG 
scATAC_i7_222,CAAGCAGAAGACGGCATACGAGATACTCAGCAGTCTCGTGGGCTCGG 
scATAC_i7_223,CAAGCAGAAGACGGCATACGAGATTACGTAGGGTCTCGTGGGCTCGG 
scATAC_i7_224,CAAGCAGAAGACGGCATACGAGATCGGTGCTCGTCTCGTGGGCTCGG 
scATAC_i7_225,CAAGCAGAAGACGGCATACGAGATGGAAACAAGTCTCGTGGGCTCGG 
scATAC_i7_226,CAAGCAGAAGACGGCATACGAGATCCTCCTCCGTCTCGTGGGCTCGG 
scATAC_i7_227,CAAGCAGAAGACGGCATACGAGATTTGTTAGGGTCTCGTGGGCTCGG 
scATAC_i7_228,CAAGCAGAAGACGGCATACGAGATAACGGGTTGTCTCGTGGGCTCGG 
scATAC_i7_229,CAAGCAGAAGACGGCATACGAGATGCACATTTGTCTCGTGGGCTCGG 
scATAC_i7_230,CAAGCAGAAGACGGCATACGAGATATTTGCCCGTCTCGTGGGCTCGG 
scATAC_i7_231,CAAGCAGAAGACGGCATACGAGATCGGATAGAGTCTCGTGGGCTCGG 
scATAC_i7_232,CAAGCAGAAGACGGCATACGAGATTACGCGAGGTCTCGTGGGCTCGG 
scATAC_i7_233,CAAGCAGAAGACGGCATACGAGATCAGCGCTTGTCTCGTGGGCTCGG 
scATAC_i7_234,CAAGCAGAAGACGGCATACGAGATATCAAACGGTCTCGTGGGCTCGG 
scATAC_i7_235,CAAGCAGAAGACGGCATACGAGATTGTGCTACGTCTCGTGGGCTCGG 
scATAC_i7_236,CAAGCAGAAGACGGCATACGAGATGCATTGGAGTCTCGTGGGCTCGG 
scATAC_i7_237,CAAGCAGAAGACGGCATACGAGATGAGCCGGTGTCTCGTGGGCTCGG 
scATAC_i7_238,CAAGCAGAAGACGGCATACGAGATACTAACTCGTCTCGTGGGCTCGG 
scATAC_i7_239,CAAGCAGAAGACGGCATACGAGATCTAGGACGGTCTCGTGGGCTCGG 
scATAC_i7_240,CAAGCAGAAGACGGCATACGAGATTGCTTTAAGTCTCGTGGGCTCGG 
scATAC_i7_241,CAAGCAGAAGACGGCATACGAGATGCTGCAACGTCTCGTGGGCTCGG 
scATAC_i7_242,CAAGCAGAAGACGGCATACGAGATTAATTCCAGTCTCGTGGGCTCGG 
scATAC_i7_243,CAAGCAGAAGACGGCATACGAGATCTCCATTGGTCTCGTGGGCTCGG 
scATAC_i7_244,CAAGCAGAAGACGGCATACGAGATAGGAGGGTGTCTCGTGGGCTCGG 
scATAC_i7_245,CAAGCAGAAGACGGCATACGAGATCATGTAAAGTCTCGTGGGCTCGG 
scATAC_i7_246,CAAGCAGAAGACGGCATACGAGATGTATCGCGGTCTCGTGGGCTCGG 
scATAC_i7_247,CAAGCAGAAGACGGCATACGAGATACCCGCGTGTCTCGTGGGCTCGG 
scATAC_i7_248,CAAGCAGAAGACGGCATACGAGATTGGAATTCGTCTCGTGGGCTCGG 
scATAC_i7_249,CAAGCAGAAGACGGCATACGAGATCACCTGAAGTCTCGTGGGCTCGG 
scATAC_i7_250,CAAGCAGAAGACGGCATACGAGATATGTCCGTGTCTCGTGGGCTCGG 
scATAC_i7_251,CAAGCAGAAGACGGCATACGAGATTCAAGATCGTCTCGTGGGCTCGG 
scATAC_i7_252,CAAGCAGAAGACGGCATACGAGATGGTGATCGGTCTCGTGGGCTCGG 
scATAC_i7_253,CAAGCAGAAGACGGCATACGAGATCTATTGGGGTCTCGTGGGCTCGG 
scATAC_i7_254,CAAGCAGAAGACGGCATACGAGATAGCGACACGTCTCGTGGGCTCGG 
scATAC_i7_255,CAAGCAGAAGACGGCATACGAGATGCGACTCTGTCTCGTGGGCTCGG 
scATAC_i7_256,CAAGCAGAAGACGGCATACGAGATTATCGATAGTCTCGTGGGCTCGG 
scATAC_i7_257,CAAGCAGAAGACGGCATACGAGATACGTAGTCGTCTCGTGGGCTCGG 
scATAC_i7_258,CAAGCAGAAGACGGCATACGAGATCTCGCTAGGTCTCGTGGGCTCGG 
scATAC_i7_259,CAAGCAGAAGACGGCATACGAGATGATATAGAGTCTCGTGGGCTCGG 
scATAC_i7_260,CAAGCAGAAGACGGCATACGAGATTGACGCCTGTCTCGTGGGCTCGG 
scATAC_i7_261,CAAGCAGAAGACGGCATACGAGATGTGCTCCGGTCTCGTGGGCTCGG 
scATAC_i7_262,CAAGCAGAAGACGGCATACGAGATAATAGGTCGTCTCGTGGGCTCGG 
scATAC_i7_263,CAAGCAGAAGACGGCATACGAGATTCCTAAGTGTCTCGTGGGCTCGG 
scATAC_i7_264,CAAGCAGAAGACGGCATACGAGATCGAGCTAAGTCTCGTGGGCTCGG 
scATAC_i7_265,CAAGCAGAAGACGGCATACGAGATTCTGCACGGTCTCGTGGGCTCGG 
scATAC_i7_266,CAAGCAGAAGACGGCATACGAGATATCTTGTTGTCTCGTGGGCTCGG 
scATAC_i7_267,CAAGCAGAAGACGGCATACGAGATCGAAGCGAGTCTCGTGGGCTCGG 
scATAC_i7_268,CAAGCAGAAGACGGCATACGAGATGAGCATACGTCTCGTGGGCTCGG 
scATAC_i7_269,CAAGCAGAAGACGGCATACGAGATTGTTCATGGTCTCGTGGGCTCGG 
scATAC_i7_270,CAAGCAGAAGACGGCATACGAGATGCGAGTGAGTCTCGTGGGCTCGG 
scATAC_i7_271,CAAGCAGAAGACGGCATACGAGATATCCAGCTGTCTCGTGGGCTCGG 
scATAC_i7_272,CAAGCAGAAGACGGCATACGAGATCAAGTCACGTCTCGTGGGCTCGG 
scATAC_i7_273,CAAGCAGAAGACGGCATACGAGATGGAGCTTGGTCTCGTGGGCTCGG 
scATAC_i7_274,CAAGCAGAAGACGGCATACGAGATCAGTGAACGTCTCGTGGGCTCGG 



scATAC_i7_275,CAAGCAGAAGACGGCATACGAGATTTTCACGAGTCTCGTGGGCTCGG 
scATAC_i7_276,CAAGCAGAAGACGGCATACGAGATACCATGCTGTCTCGTGGGCTCGG 
scATAC_i7_277,CAAGCAGAAGACGGCATACGAGATAGCCAAGCGTCTCGTGGGCTCGG 
scATAC_i7_278,CAAGCAGAAGACGGCATACGAGATGTTTGTTTGTCTCGTGGGCTCGG 
scATAC_i7_279,CAAGCAGAAGACGGCATACGAGATTAAGCCCGGTCTCGTGGGCTCGG 
scATAC_i7_280,CAAGCAGAAGACGGCATACGAGATCCGATGAAGTCTCGTGGGCTCGG 
scATAC_i7_281,CAAGCAGAAGACGGCATACGAGATACTCTCGCGTCTCGTGGGCTCGG 
scATAC_i7_282,CAAGCAGAAGACGGCATACGAGATTGAACGTAGTCTCGTGGGCTCGG 
scATAC_i7_283,CAAGCAGAAGACGGCATACGAGATGTGGGACTGTCTCGTGGGCTCGG 
scATAC_i7_284,CAAGCAGAAGACGGCATACGAGATCACTATAGGTCTCGTGGGCTCGG 
scATAC_i7_285,CAAGCAGAAGACGGCATACGAGATATGCATCAGTCTCGTGGGCTCGG 
scATAC_i7_286,CAAGCAGAAGACGGCATACGAGATTCAGTAGCGTCTCGTGGGCTCGG 
scATAC_i7_287,CAAGCAGAAGACGGCATACGAGATGGCAGGTGGTCTCGTGGGCTCGG 
scATAC_i7_288,CAAGCAGAAGACGGCATACGAGATCATTCCATGTCTCGTGGGCTCGG 
scATAC_i7_289,CAAGCAGAAGACGGCATACGAGATAGATTCATGTCTCGTGGGCTCGG 
scATAC_i7_290,CAAGCAGAAGACGGCATACGAGATCTGAGATCGTCTCGTGGGCTCGG 
scATAC_i7_291,CAAGCAGAAGACGGCATACGAGATGCTCCTGGGTCTCGTGGGCTCGG 
scATAC_i7_292,CAAGCAGAAGACGGCATACGAGATTACGAGCAGTCTCGTGGGCTCGG 
scATAC_i7_293,CAAGCAGAAGACGGCATACGAGATTAGAATCAGTCTCGTGGGCTCGG 
scATAC_i7_294,CAAGCAGAAGACGGCATACGAGATCTCCTAGTGTCTCGTGGGCTCGG 
scATAC_i7_295,CAAGCAGAAGACGGCATACGAGATAGTGGCTGGTCTCGTGGGCTCGG 
scATAC_i7_296,CAAGCAGAAGACGGCATACGAGATGCATCGACGTCTCGTGGGCTCGG 
scATAC_i7_297,CAAGCAGAAGACGGCATACGAGATGAATGAGGGTCTCGTGGGCTCGG 
scATAC_i7_298,CAAGCAGAAGACGGCATACGAGATCGGATGCTGTCTCGTGGGCTCGG 
scATAC_i7_299,CAAGCAGAAGACGGCATACGAGATATTGCCACGTCTCGTGGGCTCGG 
scATAC_i7_300,CAAGCAGAAGACGGCATACGAGATTCCCATTAGTCTCGTGGGCTCGG 
scATAC_i7_301,CAAGCAGAAGACGGCATACGAGATCACATCGCGTCTCGTGGGCTCGG 
scATAC_i7_302,CAAGCAGAAGACGGCATACGAGATTTGTATCTGTCTCGTGGGCTCGG 
scATAC_i7_303,CAAGCAGAAGACGGCATACGAGATAGTGGAAAGTCTCGTGGGCTCGG 
scATAC_i7_304,CAAGCAGAAGACGGCATACGAGATGCACCGTGGTCTCGTGGGCTCGG 
scATAC_i7_305,CAAGCAGAAGACGGCATACGAGATTCTTGCTCGTCTCGTGGGCTCGG 
scATAC_i7_306,CAAGCAGAAGACGGCATACGAGATATCACAGAGTCTCGTGGGCTCGG 
scATAC_i7_307,CAAGCAGAAGACGGCATACGAGATGAACTGCGGTCTCGTGGGCTCGG 
scATAC_i7_308,CAAGCAGAAGACGGCATACGAGATCGGGATATGTCTCGTGGGCTCGG 
scATAC_i7_309,CAAGCAGAAGACGGCATACGAGATCGCGTCAGGTCTCGTGGGCTCGG 
scATAC_i7_310,CAAGCAGAAGACGGCATACGAGATGTACGACCGTCTCGTGGGCTCGG 
scATAC_i7_311,CAAGCAGAAGACGGCATACGAGATAAGAAGGAGTCTCGTGGGCTCGG 
scATAC_i7_312,CAAGCAGAAGACGGCATACGAGATTCTTCTTTGTCTCGTGGGCTCGG 
scATAC_i7_313,CAAGCAGAAGACGGCATACGAGATTGCATACCGTCTCGTGGGCTCGG 
scATAC_i7_314,CAAGCAGAAGACGGCATACGAGATATTTCGAGGTCTCGTGGGCTCGG 
scATAC_i7_315,CAAGCAGAAGACGGCATACGAGATGAAGGTGTGTCTCGTGGGCTCGG 
scATAC_i7_316,CAAGCAGAAGACGGCATACGAGATCCGCACTAGTCTCGTGGGCTCGG 
scATAC_i7_317,CAAGCAGAAGACGGCATACGAGATAGCTCATAGTCTCGTGGGCTCGG 
scATAC_i7_318,CAAGCAGAAGACGGCATACGAGATGCTATCGGGTCTCGTGGGCTCGG 
scATAC_i7_319,CAAGCAGAAGACGGCATACGAGATTTGGGTATGTCTCGTGGGCTCGG 
scATAC_i7_320,CAAGCAGAAGACGGCATACGAGATCAACAGCCGTCTCGTGGGCTCGG 
scATAC_i7_321,CAAGCAGAAGACGGCATACGAGATACGTCCTAGTCTCGTGGGCTCGG 
scATAC_i7_322,CAAGCAGAAGACGGCATACGAGATTGTGGGATGTCTCGTGGGCTCGG 
scATAC_i7_323,CAAGCAGAAGACGGCATACGAGATGACATTCCGTCTCGTGGGCTCGG 
scATAC_i7_324,CAAGCAGAAGACGGCATACGAGATCTACAAGGGTCTCGTGGGCTCGG 
scATAC_i7_325,CAAGCAGAAGACGGCATACGAGATGCTGGCGAGTCTCGTGGGCTCGG 
scATAC_i7_326,CAAGCAGAAGACGGCATACGAGATCTAACATTGTCTCGTGGGCTCGG 
scATAC_i7_327,CAAGCAGAAGACGGCATACGAGATAGCTATCGGTCTCGTGGGCTCGG 
scATAC_i7_328,CAAGCAGAAGACGGCATACGAGATTAGCTGACGTCTCGTGGGCTCGG 
scATAC_i7_329,CAAGCAGAAGACGGCATACGAGATAACGATAAGTCTCGTGGGCTCGG 
scATAC_i7_330,CAAGCAGAAGACGGCATACGAGATGCTCTGCTGTCTCGTGGGCTCGG 



scATAC_i7_331,CAAGCAGAAGACGGCATACGAGATTGGAGATGGTCTCGTGGGCTCGG 
scATAC_i7_332,CAAGCAGAAGACGGCATACGAGATCTATCCGCGTCTCGTGGGCTCGG 
scATAC_i7_333,CAAGCAGAAGACGGCATACGAGATCTTAGAATGTCTCGTGGGCTCGG 
scATAC_i7_334,CAAGCAGAAGACGGCATACGAGATTAATCGGGGTCTCGTGGGCTCGG 
scATAC_i7_335,CAAGCAGAAGACGGCATACGAGATAGCCTCCAGTCTCGTGGGCTCGG 
scATAC_i7_336,CAAGCAGAAGACGGCATACGAGATGCGGATTCGTCTCGTGGGCTCGG 
scATAC_i7_337,CAAGCAGAAGACGGCATACGAGATTGACATACGTCTCGTGGGCTCGG 
scATAC_i7_338,CAAGCAGAAGACGGCATACGAGATGTCTGACAGTCTCGTGGGCTCGG 
scATAC_i7_339,CAAGCAGAAGACGGCATACGAGATCCGACGTGGTCTCGTGGGCTCGG 
scATAC_i7_340,CAAGCAGAAGACGGCATACGAGATAATGTCGTGTCTCGTGGGCTCGG 
scATAC_i7_341,CAAGCAGAAGACGGCATACGAGATGGTCATTAGTCTCGTGGGCTCGG 
scATAC_i7_342,CAAGCAGAAGACGGCATACGAGATTAAGGCATGTCTCGTGGGCTCGG 
scATAC_i7_343,CAAGCAGAAGACGGCATACGAGATATCTCGGCGTCTCGTGGGCTCGG 
scATAC_i7_344,CAAGCAGAAGACGGCATACGAGATCCGATACGGTCTCGTGGGCTCGG 
scATAC_i7_345,CAAGCAGAAGACGGCATACGAGATCATCTTGGGTCTCGTGGGCTCGG 
scATAC_i7_346,CAAGCAGAAGACGGCATACGAGATTCGGGCCTGTCTCGTGGGCTCGG 
scATAC_i7_347,CAAGCAGAAGACGGCATACGAGATGTCACGTAGTCTCGTGGGCTCGG 
scATAC_i7_348,CAAGCAGAAGACGGCATACGAGATAGATAAACGTCTCGTGGGCTCGG 
scATAC_i7_349,CAAGCAGAAGACGGCATACGAGATGGAATGGCGTCTCGTGGGCTCGG 
scATAC_i7_350,CAAGCAGAAGACGGCATACGAGATAATTCTTGGTCTCGTGGGCTCGG 
scATAC_i7_351,CAAGCAGAAGACGGCATACGAGATTCCGGCAAGTCTCGTGGGCTCGG 
scATAC_i7_352,CAAGCAGAAGACGGCATACGAGATCTGCAACTGTCTCGTGGGCTCGG 
scATAC_i7_353,CAAGCAGAAGACGGCATACGAGATTGTAGTGGGTCTCGTGGGCTCGG 
scATAC_i7_354,CAAGCAGAAGACGGCATACGAGATCCAGAATCGTCTCGTGGGCTCGG 
scATAC_i7_355,CAAGCAGAAGACGGCATACGAGATAAGCCGCAGTCTCGTGGGCTCGG 
scATAC_i7_356,CAAGCAGAAGACGGCATACGAGATGTCTTCATGTCTCGTGGGCTCGG 
scATAC_i7_357,CAAGCAGAAGACGGCATACGAGATTTATCCTAGTCTCGTGGGCTCGG 
scATAC_i7_358,CAAGCAGAAGACGGCATACGAGATGACAAAGGGTCTCGTGGGCTCGG 
scATAC_i7_359,CAAGCAGAAGACGGCATACGAGATCCGCGTACGTCTCGTGGGCTCGG 
scATAC_i7_360,CAAGCAGAAGACGGCATACGAGATAGTGTGCTGTCTCGTGGGCTCGG 
scATAC_i7_361,CAAGCAGAAGACGGCATACGAGATTGATAGCTGTCTCGTGGGCTCGG 
scATAC_i7_362,CAAGCAGAAGACGGCATACGAGATGTTATATGGTCTCGTGGGCTCGG 
scATAC_i7_363,CAAGCAGAAGACGGCATACGAGATCACCCTGAGTCTCGTGGGCTCGG 
scATAC_i7_364,CAAGCAGAAGACGGCATACGAGATACGGGCACGTCTCGTGGGCTCGG 
scATAC_i7_365,CAAGCAGAAGACGGCATACGAGATATCAACAAGTCTCGTGGGCTCGG 
scATAC_i7_366,CAAGCAGAAGACGGCATACGAGATGGTTGAGCGTCTCGTGGGCTCGG 
scATAC_i7_367,CAAGCAGAAGACGGCATACGAGATCCACTTTGGTCTCGTGGGCTCGG 
scATAC_i7_368,CAAGCAGAAGACGGCATACGAGATTAGGCGCTGTCTCGTGGGCTCGG 
scATAC_i7_369,CAAGCAGAAGACGGCATACGAGATAACAGTGTGTCTCGTGGGCTCGG 
scATAC_i7_370,CAAGCAGAAGACGGCATACGAGATCCATCCTGGTCTCGTGGGCTCGG 
scATAC_i7_371,CAAGCAGAAGACGGCATACGAGATGTTCAGCCGTCTCGTGGGCTCGG 
scATAC_i7_372,CAAGCAGAAGACGGCATACGAGATTGGGTAAAGTCTCGTGGGCTCGG 
scATAC_i7_373,CAAGCAGAAGACGGCATACGAGATGCAATTACGTCTCGTGGGCTCGG 
scATAC_i7_374,CAAGCAGAAGACGGCATACGAGATAAGCGACTGTCTCGTGGGCTCGG 
scATAC_i7_375,CAAGCAGAAGACGGCATACGAGATTTCTCGTGGTCTCGTGGGCTCGG 
scATAC_i7_376,CAAGCAGAAGACGGCATACGAGATCGTGACGAGTCTCGTGGGCTCGG 
scATAC_i7_377,CAAGCAGAAGACGGCATACGAGATTACTCGCCGTCTCGTGGGCTCGG 
scATAC_i7_378,CAAGCAGAAGACGGCATACGAGATATAGAAGTGTCTCGTGGGCTCGG 
scATAC_i7_379,CAAGCAGAAGACGGCATACGAGATCGTATTTGGTCTCGTGGGCTCGG 
scATAC_i7_380,CAAGCAGAAGACGGCATACGAGATGCGCGCAAGTCTCGTGGGCTCGG 
scATAC_i7_381,CAAGCAGAAGACGGCATACGAGATATGCTGTCGTCTCGTGGGCTCGG 
scATAC_i7_382,CAAGCAGAAGACGGCATACGAGATTGTACAAAGTCTCGTGGGCTCGG 
scATAC_i7_383,CAAGCAGAAGACGGCATACGAGATCACGGCCTGTCTCGTGGGCTCGG 
scATAC_i7_384,CAAGCAGAAGACGGCATACGAGATGCATATGGGTCTCGTGGGCTCGG 
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